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NTDB id 996327 ABDA66 RS10220 WP 057772037.1 MIQTIITFIIVFGILVIVHEFGHFYFAKKSGILVREFSIGMGPKIYAYS.KNATTYTIRILPVGGYVRMAGLEDADEELK 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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NTDB id 996327 ABDA66 RS10220 WP 057772037.1 PGMPVSLITGDNGKVETINTSHDTTLLNGIPVEITESDLEKELWIEGYENGDEETLKRYEVDHDASIIEADGTKVRIAPK 159
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPK 156
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NTDB id 996327 ABDA66 RS10220 WP 057772037.1 DVQFQSAKLWQRILTNFAGPMNNFILAIVVFALVGILQGQVPTNSNQ.ITVIQDSVAAKAGLKSQDRIISVNDKSTKDWS 238
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
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NTDB id 996327 ABDA66 RS10220 WP 057772037.1 DLQDAVSSRPGKKTK.....MTIKRNS.KKITLQITPKSVKQNGTKTGQIGIESTMTKSITARIAYGFTETWKLTTMIFA 312
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....KSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....ESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
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NTDB id 996327 ABDA66 RS10220 WP 057772037.1 LLGHMITHGVSVNDFGGPVAIYAQTSAAAKLGFTSVLTMLAYLSLNLGIVNLIPIPALDGGKILLNFIEGIRRKPLKPET 392
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLIT.NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEI 391
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLIT.NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEI 391
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logo EGS IY ITL IAGFVGALVLMMVLVLMI LAVTWNDIQMRYAFLFK
NTDB id 996327 ABDA66 RS10220 WP 057772037.1 EGIITLIGFGLLMLLMILVTWNDIQRYFLK 422
NTDB id 323 STU RS10650 WP 011225396.1 ESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 ESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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