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NTDB id 996310 ABDA66 RS04775 WP 057773339.1 MFK....NKNLWTVIITALVAGLIGGGIAFGAANYMSNRQAESETAVPSGSNSTGSTKTSNVKVNVSSQSEKAYSSIKNA 76
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSN.......NGK..TTVSNVIYDTKSNTTKAVKNVKNT 71
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATN.......NNQKTATTVTTSYKNSNSTTEAVDKVKDA 72
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN........SNNNSTITQTAYKNENSTTQAVNKVKDA 71
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NTDB id 996310 ABDA66 RS04775 WP 057773339.1 VVTVINLKKESSTSSNSLYGSIFGDSSSSSNSSSSDSSKLETYAEGSGVIYKKSGNAAYVVTNNHVISGSNAVEIIMSNG 156
NTDB id 381 SMU RS09890 WP 002262650.1 VVSVINYQKTDNSY.......YNYDSGSQ..EKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANG 142
NTDB id 425 SGO RS10525 WP 012131081.1 VVSVITYSESNSDA.......IF.....D..NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADG 138
NTDB id 539 SM12261 RS09395 WP 000681587.1 VVSVITYSANRQNS.......VF.....G..NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 256 KZH43 RS10270 WP 000681597.1 VVSVITYSANRQNS.......VF.....G..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 215 SPD RS10945 WP 000681597.1 VVSVITYSANRQNS.......VF.....G..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 181 SPR RS10425 WP 000681597.1 VVSVITYSANRQNS.......VF.....G..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
NTDB id 145 SP RS11450 WP 000681597.1 VVSVITYSANRQNS.......VF.....G..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDG 137
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NTDB id 996310 ABDA66 RS04775 WP 057773339.1 KKLSAKVVGKDTVTDLAVLKINSSSVSTVASFGDSNSIKVGETALAIGSPLGSDYATSLTQGIVSAKKRTVATMNEAGQE 236
NTDB id 381 SMU RS09890 WP 002262650.1 KKVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGET 222
NTDB id 425 SGO RS10525 WP 012131081.1 NKVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQT 218
NTDB id 539 SM12261 RS09395 WP 000681587.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 256 KZH43 RS10270 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 215 SPD RS10945 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 181 SPR RS10425 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
NTDB id 145 SP RS11450 WP 000681597.1 TKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQA 217
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NTDB id 996310 ABDA66 RS04775 WP 057773339.1 TGEATVIQTDAAINSGNSGGPLINLAGQVIGINSMKLSSSSS..SGTSVEGMGFAIPSNEVVTIINQLISKGKIVRPAIG 314
NTDB id 381 SMU RS09890 WP 002262650.1 IS.TNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALG 301
NTDB id 425 SGO RS10525 WP 012131081.1 IA.TQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALG 295
NTDB id 539 SM12261 RS09395 WP 000681587.1 IS.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 256 KZH43 RS10270 WP 000681597.1 IS.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 215 SPD RS10945 WP 000681597.1 IS.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 181 SPR RS10425 WP 000681597.1 IS.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
NTDB id 145 SP RS11450 WP 000681597.1 IS.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG 292
consensus ** ***!!!!*!!!*!!!!!*!*!**!!!!!!*!*!*** * ****!!!*!!!!!*!****!!*!!***!***!!!*!



logo

A
I SQLMALVDNLTSDESNALIVNTSASTSGQSDQKRSI SDRTVRLKNLI SPDSDKNVKNTENSGAIV I

V
I
V
L
Y
R
K
STVYQATSGNSMPARDNAGGKHLKEKYDVITEKLIVDGDTKKEVI STASAIVSASTTDI

L
R

Q
D
S
I
K
ALYKNLHKSKVINGEDEKSTVIKLVIT

NTDB id 996310 ABDA66 RS04775 WP 057773339.1 ASLLDLTDITASQQKSVLKLSSKVNEGAVIYKTYAGSPARNAGLKKYDVITKLDGTKITSVATLRDKLYKLKVGDSVKIT 394
NTDB id 381 SMU RS09890 WP 002262650.1 ISMANLSEASTSG.RDTLKIPSDVTSGIVVLSTQSGMPA.DGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLT 379
NTDB id 425 SGO RS10525 WP 012131081.1 IQMVNLSSLSSSS.SDRLKLPDNVKNGVVVRSTQTGMPA.DGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVT 373
NTDB id 539 SM12261 RS09395 WP 000681587.1 IQMVNLSNINTSD.IRRLNIPSNVTSGVVVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 256 KZH43 RS10270 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 215 SPD RS10945 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 181 SPR RS10425 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
NTDB id 145 SP RS11450 WP 000681597.1 IQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKIT 370
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NTDB id 996310 ABDA66 RS04775 WP 057773339.1 WYRGNTQKTGTIKLTETTSELSSEAK 420
NTDB id 381 SMU RS09890 WP 002262650.1 FYREKDKQTVEIQLTKTSQDLNH... 402
NTDB id 425 SGO RS10525 WP 012131081.1 YYRDGKEQTTTIKLTKSTDDLSSE.. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 YYRNGKEETTSIKLDKSSGDLES... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES... 393
NTDB id 215 SPD RS10945 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES... 393
NTDB id 181 SPR RS10425 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES... 393
NTDB id 145 SP RS11450 WP 000681597.1 YYRNGKEETTSIKLNKSSGDLES... 393
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