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JIF MBSOl egn s RNl
NTDB id 996289 LLNCD0184 RS11615 WP 010906319.1
NTDB id 587 KW2 RS10850 WP 042211510.1
NTDB id 395 FSA28 RS09400 WP 257638827.1
NTDB id 386 SMU RS09030 WP 255262721.1
NTDB id 430 SGO RS09415 WP 012130941.1 MQEQBISEILFNE GQDL QELNNG[NEF SPJ4T
NTDB id 271 KZH43 RS09260 WP 074196785.1 MQEQGSQLFKEVGQDLAQLISNGREFSQTI
NTDB id 230 SPD RS09890 WP 074196785.1 MQEQGSQLFKEVGQDLAQWLISNGREFSQTI
NTDB id 196 SPR RS09425 WP 074196785.1 MQEQGSQLFKEVGQDLAQWLISNGREFSQTI
NTDB id 161 SP RS10375 WP 074196785.1 MQEQGSQLFKEVGQDLAQWLISNGREFSQTI
NTDB id 529 SMSK321 RS09235 WP 080550783.1 MQEQGSQLFKE GQDLAQSLNNGREFSQTI
NTDB id 501 SM12261 RS00950 WP 004238896.1 MQEQGSQLFKE GQD ALFAL@MNGEEFSQTI
consensus Plskokor Dokok Dok okok ok x|k bk Dokok | oskokokokok
R LYRIFVAL VLA L Yl
RTQE | v vl SG
NTDB id 996289 LLNCD0184 RS11615 WP 010906319.1 3L |UNGHSREARE A0 20 SN N S AW N UIR L IZ TVSIWIGS G T
NTDB id 587 KW2 RS10850 WP 042211510.1 RIMM L QPL FIFVAL IVLLYAAML)IRPERYRIN M[eFfens
NTDB id 395 FSA28 RS09400 WP 257638827.1 Wy IIVQPL F FVA IV YAAMLMPHYQNMEVN)S
NTDB id 386 SMU RS09030 WP 255262721.1 'Yy BVQPL F FVA IV YAAMLMPHYQNMEVN)S
NTDB id 430 SGO RS09415 WP 012130941.1 RTMNL QPLVF FVAL IVLLYAAMLIRPIRYQNMEV|;4R
NTDB id 271 KZH43 RS09260 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF
NTDB id 230 SPD RS09890 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF
NTDB id 196 SPR RS09425 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF
NTDB id 161 SP RS10375 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF
NTDB id 529 SMSK321 RS09235 WP 080550783.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF
NTDB id 501 SM12261 RS00950 WP 004238896.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF
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