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NTDB id 996157 AAHC66 RS22195 WP 002742599.1 ..MTFSSKKTRAVALRNYFSPFGNKLVQSGYIGAEQMQQALVETRKSGRSLVEILQKLTGRPLPPDLQRQYKKNQLFELK 78
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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LNR I LRPVKREGFLEGLQRR
NTDB id 996157 AAHC66 RS22195 WP 002742599.1 ILYGVESIDPELSDVDGLEIARLIDSLIPIDLCRRYRLIPLRRIEGEPTAILIAMVDPDNLAATDDINRILRPRELGLQR 158
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
consensus *!!!!*!*!!!* ** *! !! !*! !!!** *!! !!*!* *!*!!!!!!!!!! !**!!!!!** ! !
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NTDB id 996157 AAHC66 RS22195 WP 002742599.1 LVIAGEDYERLLEKFYQAQSELEREKARLQKEKELEKLSDLTDIVGSLDLTSGVANDEVADDLGEGDANQAPVINLVNKI 238
NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
consensus !!* *!* !!! *! ! ! * !* !*!! !!!!!!!!*!* ! **! ! !!!!!!!!!!!!!!
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I
LAKALQEGSTSDIHI

VEPQEEFTLKR IRFRKDGVLHNQAFDEPLPKRKIATPAVTVARFKIMADLMDIASERRLSPQDGKIRR I
MYQGRKVDF

NTDB id 996157 AAHC66 RS22195 WP 002742599.1 IAKALQEGSSDIHIEPQEEFLKIRFRKDGVLHQAFEPLPKKIAPAVTARFKIMADLDISERRLPQDGKIRRMYQGRKVDF 318
NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDF 320
consensus *!!!!!!!*!!!!*!!!!! !*!!!!!!!!!*!!!*!!!*!! !!! !!!!!!!!*!! !!! !!!!!!!!*!!!!!!!!

logo RVNTLPSRYGEKVCLR I LDNSATQLGLDFKL ITDNPRENTLQI
T
F
VRDELAASRPFYGLLMLVTGPTGSGKSTTLYSVLAERNHSPEGI

VNIN
NTDB id 996157 AAHC66 RS22195 WP 002742599.1 RVNTLPSRYGEKVCLRILDNSATQLGLDKLITDRNTLQIFRDLASRPFGLLLVTGPTGSGKSTTLYSVLAERNHPGININ 398
NTDB id 1410 SGL RS13950 WP 010873519.1 RVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNIN 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! * !!! !*!! !!*!!*!!!!!!!!!!!!!!!!!!!!!!*! *!!!

logo TAEDP I EYASLPGITQVQVIREKGMDFASNS I LRAFLMRQDPDVI LVGETRDKETAKTAVI EAALTGHLVLTTLHTNDAAGAIAVR
NTDB id 996157 AAHC66 RS22195 WP 002742599.1 TAEDPIEYSLPGITQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTVIEAALTGHLVLTTLHTNDAAGAIVR 478
NTDB id 1410 SGL RS13950 WP 010873519.1 TAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 480
consensus !!!!!!!! !!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !

logo LDEKMGI
VEPFMI

VSGSLLGI
VLAQRLMVRKRVCTEQCR I

VAYHPSKQEELASRFGLSAASGNDEEQEVVTFYKANSTLSTMPDEE IHQLQARKQKQGNLCLQK
NTDB id 996157 AAHC66 RS22195 WP 002742599.1 LDKMGIEPFMISGSLLGILAQRLVRRVCTQCRVAYHPSQEELARFGLSAANEQEVTFYKANTLTMEEIQQARKQGNLCLK 558
NTDB id 1410 SGL RS13950 WP 010873519.1 LDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQK 560
consensus !! !!*!!!!*!!!!!!*!!!!!*!*!!! !!*!!!!! !!! !!!!!! * !!!!!!!*!***!!* !! !!!! !



logo CASGSGYKDGR I
VGVYEVMQRNSER IAQEQL INQGATTDRIKDEACAVDEEGMI

VTLLAYSLNLVQREGYTTLEEVERVTFLTDSTGLEASELMKR
NTDB id 996157 AAHC66 RS22195 WP 002742599.1 CAGSGYKDRIGVYEVMQNSERIQQLINQGATTDRIKEAAVDEGMVTLLAYSLNLVREGYTTLEEVERVTLTDSGLEAELK 638
NTDB id 1410 SGL RS13950 WP 010873519.1 CSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMR 640
consensus ! !!!!! !*!!!!!! !!!!! !!!!!!!!!!!!**!!*!!!*!!!!!!!!!! !!!!!!!!!!!!! !!*!!! !**

logo AKRKSAGL ITCRSGTCARAELQPQEWLDCPYCMRTPSRFSY
NTDB id 996157 AAHC66 RS22195 WP 002742599.1 AKRKSGLICSGCRAELQPEWLDCPYCMRPRFSY 671
NTDB id 1410 SGL RS13950 WP 010873519.1 AKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus !!!!!*! ! ! !!!!*!!!!!!!!! *!!!*
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