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NTDB id 996117 AAGS40 RS01735 WP 345812796.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVSMAISQNPLLENEDDWIASPLRVAADGSLIAQAPGSSA..... 75
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !** !!!!! ! *!* ** !**!!!!* ! * ! *****
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SPPPADAQMNGAGDNHVASSSSSSGDRTAEANGEPQGSVYDEENGYNSDGFLDSGSDGYGNGTDEARSDQWNSLDDFYAGRKSGPNQASDDEDDLRAPPLMQI
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NTDB id 996117 AAGS40 RS01735 WP 345812796.1 ..PPDQMGGNVSSSSSSGDRAENGEPQGVDEYNGLSGDGNGDASQWNLDDYGRSGNASDDDDLPPLQIHESSTSLRDHLM 153
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHA......DTAEA....SYENGSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLM 149
consensus **!! !* * ******! !! **** * ! * ! ! !!!**! ***!!*!! *!*!**! ** !**!!
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NTDB id 996117 AAGS40 RS01735 WP 345812796.1 AQLRVTSAGQRDRALITFLIESLDDDGYLSATLEEVQADLPEELEVDQDELNAALALLHSFDPAGVGARSASECLRLQLL 233
NTDB id 1425 RS RS02020 WP 011000369.1 EQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQ 229
consensus !! * *!!**!* !!!!!!!!*!!!***!*!* !!!! !!!!* !!!*!!! *!*!!!!!!*!!!!! !!! !!!

logo RLDPGSPATKRPTLALETIVANHQHLELLAARDFYTRLKRKAHLKSAVDSDDGDELKRADAHEVL IRSLAEPFPGAHAFYGKRAEADFYVVPDI
V
M
VVRKTAAQGW

NTDB id 996117 AAGS40 RS01735 WP 345812796.1 RLPGSPTRTLALEIVAHHLELLAARDFTRLRKHLKASDDDLRDAHVLIRSLEPFPGAAYGKAEADYVVPDIMVRKTAQGW 313
NTDB id 1425 RS RS02020 WP 011000369.1 RLD.SPAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGW 308
consensus !!**!! **!!! !! *!!!!!!!!!*!!!*!*! ! *!* !! !!!!! !!!!*!*!*!!!!*!!!!**!!!!! !!
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NTDB id 996117 AAGS40 RS01735 WP 345812796.1 QAELNPEVVPKLRINHLYANILRNNRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKSFFVHGEIAMRPL 393
NTDB id 1425 RS RS02020 WP 011000369.1 MAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPL 388
consensus ! !!!*!*!*!!!!**!!*!!! !!**! * ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!! !!!!!!!!!

logo VLRE IADTLGLHESTI
VSRVTTGNKYMALTPFMGTFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDNPSKNSPLSDSR IAEL

NTDB id 996117 AAGS40 RS01735 WP 345812796.1 VLREIADTLGLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAENSKSPLSDSRIAEL 473
NTDB id 1425 RS RS02020 WP 011000369.1 VLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAEL 468
consensus !!!!!!!!!!!!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!! *! !!!!!!!!!!

logo LAGEQGFVVARRTVAKYREALKIPAVNLRKSL
NTDB id 996117 AAGS40 RS01735 WP 345812796.1 LAEQGFVVARRTVAKYREALKIPAVNLRKSL 504
NTDB id 1425 RS RS02020 WP 011000369.1 LGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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