
logo MKQVAIGYLRQSTLMTKQQSLSAAQKQATIKETAI
LAKEKHHNIQYHI INTFYSDKQSGRKTEDKNRNSTGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 996033 ABC965 RS00200 WP 345852381.1 MKQAIGYLRQSTLKQQSLSAQKQTIKTLAEKHNIQHIIFYSDKQSGRTENRTGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!*!!!!*!***!*!!*!!*! !!!!!!!!!***!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQKTYHVHI LSVHYDGYFDMNDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHYH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 996033 ABC965 RS00200 WP 345852381.1 LKNALKLMKLCQTYHVHILSVHYGYFDMNKAFDRLKLNIFISLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYHYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!*!!!!!**!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATF IMTIDNNQTI
N
V

K
E
S
APTVKAVFSNYYI

L
K
QGHYGYKKIAQLYLEADEDDENTKYF INRQKPYQVRNI I ILMNPNYCGRVNINQYGRQFYEDNMCFPAS IVSTTS I

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 996033 ABC965 RS00200 WP 345852381.1 NGTFMINNIEAPTVKAVFSYYLQGYGYKKIAQYLEDDEKFINRKPYQVRNIIMNPNYCGRVINQYGRYDNMCPSIVSTSI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!*****!!!!!!!*!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!***!!*!*!!!!*!

logo YEEQAQARVI
L
TRTSQKPQI

L
VKQRKTPSSADENQLKQKIKCPCYCDGNTSTLTNI

MTVIRKKNHRHTLRYYVCPKQNMNASRFVCDEFKGINAQESTLEADTKSVLAEVVT
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 996033 ABC965 RS00200 WP 345852381.1 YEQAQAIRSQKQLKRTSSANQLKQKIKCPYCGSTLTNITIRKKHRTLRYYVCPQNMNASRFVCEFKGINAQSLEASVLVT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!*!!**!***!*!!!!!!!!!!*! *!!!!*!*!!!**!!!!!!!!*!!!!!!!!!*!!!!!!!*!! *!! *

logo CKQDFYFQNQHQRI
LYTSKIKNGHATIDQQKRI

LKKRQKRNDI EAKTHKHSTTVLNTHQEQL I EKLAQDGI
KIDAETFREQTQSFLRQQPSQKRPTI STS IHNSGTYHQIRQHKTAFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 996033 ABC965 RS00200 WP 345852381.1 CQDFFQNQHLYSKINHTIQKRLKKQKDIEAKSTVTQEQLIEKLAQGKIDAETFREQTQSFRQQSKPITSIHTHQIQKALQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!! *!*!!***!**!*!*!**!! **!***!!!!!!!!!**!!!!!!!!!!!!*!!!*****!! **!!****!

logo NVI IQKQSRFTLNI
MLYPYI EDTE INHI STKDNSKNSTLAITGIYFKNEPLNIVKNQTAMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 996033 ABC965 RS00200 WP 345852381.1 NVIQQSFTLNMLYPYIDEIHITKSKTLTGIYFKNEPLNIVNQTAQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !*!!**!!!!*!!!!!**!*!*! !*! !!!!!!!!!!!!*!!***!!*

X non conserved

X similar

X ≥ 50% conserved


