logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239
538
510

995715 RAB59 RS07075 WP 003732285.1

124

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239
538
510

995715 RAB59 RS07075 WP 003732285.1

124

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239
538
510

995715 RAB59 RS07075 WP 003732285.1

124

consensus

M

[

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2
ENNEN

Nt Vo, PR e

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2
' Tkl rk 11

L&M%&M%gwmw

BN (NINNLYSRVLRFFGIGESQLVT LAD IDKQTDPTLAPYAKVGEVTLRLSTKA SQEEAN|®:
B TEIAK LYSRVLRFFGIGESEILVT LEIDLIIRAQGTDPT APYAKTGEVT RLSTKARIJQIEA EJi
LKPMVLNQLLPKL M-
LKPMVLNQLLPKL M-
LKPMVLNQLLPKL M-

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2
s s

ul

I

* 5k %k %k % * x|

L PMigaly INGPILIRSEUE MoK VSPVLRFFGIGESQLIINNLED IDAQT

TGRSk A CNeSTA Dt sl T

N e ey ey oy gy ety

e Ao e LA T

N ey e N T T I NN Y

FFAIMRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSE
FFAWNRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSE

TKQEL APEIL[MKNL VED B ENK
ARNGNLG LVl 1N Al B

0 TV VLA S ThAs O

SIE/)

BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE

..TGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQLY

NTCSKLESRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ|Y
RFFGIGESQLIVWLEDLIENQE PT ARYACBEEVE R AR [EEAERS
PT APMAINWGEVTLRL JNKE ) [EAIS

NN ey iy oy ey e e e N R ook ok | Kk

156
156
156
156
156
156
156
156
156
159

233
233
232
232
232
232
232
232
236
239



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
995715 RAB59 RS07075 WP 003732285.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
995715 RAB59 RS07075 WP 003732285.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
995715 RAB59 RS07075 WP 003732285.1
124 BSU 16930 NP 389575.2

consensus

oo A0 - e s el

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVARFSG SSIFiGGFVTYS

bl Fsiuks

S i A

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSG SSIF)X
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSG SSIF)X

GGFVTYS
GGFVTYS

Dksk sksk skokskskskskskkkokskk | x| ko b1 skokok ok ok k ok

LS Lol STl AreeRekTos LT

kkkk || x Pk b1 * * * ok |

LTI e

EVIK

KKXEé e

LEEKS MLDIPYKINLEENGVVSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPE\GTVFIGLAQ QGTEVIKVNIG
ERTIQ S TMQMS P Q VK HREQARSI A E CINK ESVNANV SR L C KN T [ehf]F peAey i fo{essoz A U RMIRNINS VK GHETEAF QF Y

NBVISQNVISGMKKET|® RFAKECSELKGVQKLGIF QesIE P& HANNE] ANGKE.-EFHF
kokkok kkkokokkk ok * % %k %k ok sk sk sk k k| sk sk sk k ok ok * 1% * | | % 3k 3k >k %k %k 5k >k %k k k % k%

RRoRL LVBQAuSQW

LEEKS MLDIPVKDLEEBGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPAGTVFIGLAQ BIGTVIKVNIG

393
418
418
418
418
418
418
418
414
416

I TIES

*k | kkx

X non conserved
B similar
>50% conserved

308
308
312
312
312
312
312
312
308
311

370
388
392
392
392
392
392
392
388
390



