logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

RS03245 WP 345806062.
NP 390435.1

RS03245 WP 345806062.
NP 390435.1

RS03245 WP 345806062.
NP 390435.1

RS03245 WP 345806062.
NP 390435.1

RS03245 WP 345806062.
NP 390435.1

RS03245 WP 345806062.
NP 390435.1

RS03245 WP 345806062.
NP 390435.1

-

)

ERLL TR AT A HE AL LR LAV TGRSR

MEINSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF
MIINSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF|
!

[ T T |

IADTPRIDIR S YT R A SR 3 LT AR

KAVIDTIPKIDGDRMSM VISTPDKEKWAAAYRIIMSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI
KAVIDTIPKIDGDRMSM VIRTPDKEKWAAAYRIWNSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI
PULLLL L et

VTS 5 BV LELN TS0 LV IR AL AL

HWNYSVTSIQNCS PENFKYKVLSLRKHIISFTNSLLPPDSEGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHY|

HWNYSVTSIQNCS PENFKYKVLSLRKHIISFTNSLLPPDS@GIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHYV|
I

LU RCRESILLLFLLY LA VRL S MLRSLIRAA DY VL

GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMINGVYLAGSLVKWRVEISATAICLSYIVLLLFNP
GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMBGVYLAGSLVKWRV SATAICLSYIVLLLFNP
Pt

FUFERRHAOSL L FRRTELALT LA LU DL PRTE

YHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA
YHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA
PELr e e rrrrrrrrrrrrrrrrrnt

LU LS IR AN VL UL WL v

VAGVLLLSLSASFGRLFFSWFDLLISWQSNRLITNIADVDVFTIMIAHPAPVLLFLFTVIAIILLLMAIEKRSLSQLM TGG
VAGVLLLSLSASFGRLFFSWEDLLISWHMNRLITNIADVDVFTIMIAHPAPVLLFLFTVWIILLLMAIEKRSLSQLM TGG
L T T I o e e R O O O e B A A B A e

T FLEIE LSE ) D05 R AT VS R LBt H

ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG
ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG
PEL e rrrrrrrrrnt

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

logo

NTDB id 995352 AAYR29
NTDB id 107 BSU 25570
consensus

RS03245 WP 345806062.1
NP 390435.1

RS03245 WP 345806062.1
NP 390435.1

RS03245 WP 345806062.1
NP 390435.1

AU

o U

WA

W/t

[ T e e e O R I I B e e R e R

EIRNGSLILY T LTEDLRE BEY Y

il

L

IKQLDALILTHADQDHIGEAEWLLKHHKVKRLVIPKGFVSEPKDEKVLQIAREEGVINIEEVKRGDVLQIKDLQFHVLSPE
IKQLDALILTHADQDHIGEAEWLLKHHKVKRLVIPKGFVSEPKDEKVLQEAREEGVE\IEEVKRGDVLQIKDLQFHVLSPE
I

I

I

il

INPDPASKNNSSLVLWMETGEY SWILTGDLEKEGEQEVMIVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN

PIPDPASKNNSSLVLWMETG[Y SWILTGDLEKEGEQEVMIWVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN
PELLE L sk bbb e rrrrrrrrrrrrrrrnt

LR AT T AT

NRYHHPHQIVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN

NRYHHPHQIQVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN
PELLE L et

X non conserved
B similar
>50% conserved

776
776

640
640

720
720



