
logo MKI
LTTVGSLVCAI ILGSGI FPLFL ILLPAQLPGETLWTVLVASFLLFTLVFLACLVLAGFL ILPRVWKTVAVQRFYAIAGLLTLLFFLVWGI

V
L
M
A
SAKQI

SLWAGENTLPTGVATQDE
NTDB id 99530 AL479 RS17825 WP 061077026.1 MKLTTVSLCALGGIFPLFLLPALPGEWVVSLLFVLACLLGLLRWKVAQFAGLLLLFFLWGVMAAKQSLWAGNTLPVATQE 80
NTDB id 1439 BW25113 RS04735 WP 000705764.1 MKITTVGVCIISGIFPLLILPQLPGTLTLAFLTLFACVLAFIPVKTVRYIALTLLFFVWGILSAKQILWAGETLTGATQD 80
consensus !!*!!! *! * !!!!! *!! !!! * ! * !!*!* ** ! * *! !!!!*!!** !!! !!!! !!* !!!*

logo

A
TIVE I

LTATDGNMTTHAYGLQITHLNQGHRR I
LFPASVGI

LVLMYGNEQYLP I
QAPVCAGQQRWASMKTLKVRAMVHGEQLNDGGFDSQRYAI

LAQHQPSL
NTDB id 99530 AL479 RS17825 WP 061077026.1 TIVELTATDNMTTHAGLITHLNGHRLFPAVGIVLYNQYLPIAPCAGQRWAMTLKVRAMHGELNDGGFDSQRYALAQHQSL 160
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AIVEITATDGMTTHYGQITHLQGRRIFPASGLVMYGEYLPQAVCAGQQWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL 160
consensus !!!*!!!! !!!! ! !!!!*!*!*!!! !*!*! !!! !*!!!! ! ! !!!!!*!! !!!!!!!!!!!!*!!!!*!

logo TGRFLQAKSVI
V
D
E
P
S
K
NCSLWRAQRYLASLQTATSTLEQNPYPWNQAQVI LGLGMGERLLSVPKQE I

VKANI
LMRDTGTAHLMAI SGLHIAFAALLAA

NTDB id 99530 AL479 RS17825 WP 061077026.1 TGRFLQAKVVDSKCSWRARYLASLTASLENYPWQQVILGLGMGERLLVPQEVKALMRDTGTAHLMAISGLHIAFAALLAA 240
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TGRFLQASVIEPNCSLRAQYLASLQTTLQPYPWNAVILGLGMGERLSVPKEIKNIMRDTGTAHLMAISGLHIAFAALLAA 240
consensus !!!!!!! !*** !! !! !!!!! *! *!!!* !!!!!!!!!!! !! !*! *!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
GL IRGSGVQFI FLLPGVGRAWIHRWQHIPL IGGI

L
C
ICAAFYAWLTGLMQPPALRTMVVALALTVWGAMLKLSGRQWSGWDSVWCICCLAAI LLVMVDPV

NTDB id 99530 AL479 RS17825 WP 061077026.1 ALIRGVQFLLPVGAIRWQHPLIGGLICAAFYAWLTGLQPPALRTVVALLVWGALKLSGRQWSGWSVWCCCLAAILVVDPV 320
NTDB id 1439 BW25113 RS04735 WP 000705764.1 GLIRSGQIFLPGRWIHWQIPLIGGICCAAFYAWLTGMQPPALRTMVALATWGMLKLSGRQWSGWDVWICCLAAILLMDPV 320
consensus *!!! ! !! !*!!*!!!!!**!!!!!!!!!!*!!!!!!!*!!! !! !!!!!!!!!!! !!*!!!!!!!**!!!

logo AAI ILSQSLWLSAAFAVAAL ILFWYQWFPCPETWPQLTPSPRAVGLRALLVVESLAIHLQLGITLLLLMPLVQIAVI
LFHGI SLTSFAIANLFLAI

VPLVTF
NTDB id 99530 AL479 RS17825 WP 061077026.1 AAISQSLWLSAFAVAALLFWYQWFPCPTWPTSRAGRLLVELAHLQLGITLLLLPLQIALFHGISLTSFAANLFAVPLVTF 400
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AILSQSLWLSAAAVAALIFWYQWFPCPEWQLPPVLRAVVSLIHLQLGITLLLMPVQIVIFHGISLTSFIANLLAIPLVTF 400
consensus ! *!!!!!!!! !!!!!*!!!!!!!!! !* ** ! *! ! !!!!!!!!!!*!*!! *!!!!!!!!! !!! !*!!!!!

logo

I
V
S
TVPL I LAAGMVAVHLSTGPL ILLEGQGLWFYLADRSLAALLFWAGLKNHSLPAEGWINI

V
A
D
A
E
C
RWQWLSVFASPWFLLMLPVGVWRFL INAWRTVFLPAGLMCLV

NTDB id 99530 AL479 RS17825 WP 061077026.1 VSVPLILAGMVAHLTGPLLLEGGLWYLADRSLAALFWALNHLPAGWINVDARWQWLVFAPWLMLPGWRFIAWRVFPGLCL 480
NTDB id 1439 BW25113 RS04735 WP 000705764.1 ITVPLILAAMVVHLSGPLILEQGLWFLADRSLALLFWGLKSLPEGWINIAECWQWLSFSPWFLLVVWRLNAWRTLPAMCV 480
consensus **!!!!!!*!! !!*!!!*!! !!!*!!!!!!! !!!*! *!! !!!!* *!!!! ! !! *!* !! !!! !**!*

logo AGTGLALLLMCSWPFLWQSKPPVRPTDAEWQLVHYMLDVGQGLAI
MVIARNGKAI

LLYDTGLAWPEGGDSAGQQLMI IPWLHRWHHNLEQPEGI
V I LSHEHL

NTDB id 99530 AL479 RS17825 WP 061077026.1 ATLALLSWPFWSPVRTDAWQVHMLDVGQGLAIVIARNGKALLYDTGLAWPGGDSAQQMIIPWLRWHHLQPEGIILSHEHL 560
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AGGLLMCWPLWQKPRPDEWQLYMLDVGQGLAMVIARNGKAILYDTGLAWPEGDSGQQLIIPWLHWHNLEPEGVILSHEHL 560
consensus ! !**!! ! **!*! !!**!!!!!!!!!*!!!!!!!!*!!!!!!!!! !!!*!!*!!!!!*!!*! !!!*!!!!!!!



logo DHRGGLDHS ILLQAHI
TWPMTLWI

VRSPLGNWEQGHHLQPCVYRGEAMWQWQGLRFSAHWPLKQGDSNPDTKQGNNHSCVVKI
VDDGTHNS I LLTGDI EAS

NTDB id 99530 AL479 RS17825 WP 061077026.1 DHRGGLHSLQATWPTLWVRSPLGWQGHLPCYRGEMWQWQGLRFSAHWPLKGDPTQGNNHSCVVKIDDGTHSILLTGDIES 640
NTDB id 1439 BW25113 RS04735 WP 000705764.1 DHRGGLDSILHIWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKVDDGTNSILLTGDIEA 640
consensus !!!!!!*!* * !! !!*!!!! ! *! !! !!! !!!!!!!!!!!!!! ! * !!!!!!!!!*!!!!*!!!!!!!!!

logo PAELQKMLSHRYWQHQLVQTATAL ILQVPHHGSNSTSSSLAPL ILQRAVNSGKVALAVSASRYNAWRLPSNWKVKHQRYLQLQQGYQWCIDTPHQGQI
T

NTDB id 99530 AL479 RS17825 WP 061077026.1 PAELKMLSHYWQHLTATAIQVPHHGSSTSSSLALLQRASGKVALVSASRYNAWRLPSWKVKQRYLQQGYQWCDTPHQGQI 720
NTDB id 1439 BW25113 RS04735 WP 000705764.1 PAEQKMLSRYWQQVQATLLQVPHHGSNTSSSLPLIQRVNGKVALASASRYNAWRLPSNKVKHRYQLQGYQWIDTPHQGQT 720
consensus !!! !!!!*!!!** !! *!!!!!!! !!!!!*!*!! !!!!! !!!!!!!!!!!! !!!*!! !!!!!*!!!!!!!

logo

S
T
L
V
D
NFSATQGWQRI

V
S
TSLREQI LPRWYHQWFGVPSDVDNG

NTDB id 99530 AL479 RS17825 WP 061077026.1 SLDFSTQGWQVTSLREQILPRWYHQWFGVSDDNG 754
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TVNFSAQGWRISSLREQILPRWYHQWFGVPVDNG 754
consensus ** !! !!! **!!!!!!!!!!!!!!!!!* !!!

X non conserved

X similar

X ≥ 50% conserved


