
logo MEGAI EQFLAVGRSGSGKTKTAL I ILENES IKQDEEQLRLRADPFLGKPP I I FLVPDQMTFLMEYELAKTPSDEAMGGMIRAKQVFSFSTRLAWRS IVLQHQTG
NTDB id 995141 AAVD42 RS17025 WP 345807234.1 MEIQFLAGRSGSGKTTAILEEIKEQLRLDPLGPPIIFLVPDQMTFLMEYELAKTSEAGGMIRAKVFSFTRLAWSILQQTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus ! !! !!!!!!!! !* ! * !! ! !*!!!!!!!!!!!!!!!!!!!!!** !!!!!! !!!!*!!!! *!!*!!

logo GAMNSRPQFLVTSTGI
VQMLLRKLVI EEHQKDQEKFKVFYKQKASDKPSGFTVAEQI

VEKRMTLMATEFKRYCLMELPEDI ERKR I
M
A
S
A
ESGSMTAHSEYRTEGERRVALASE

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 GANRQFVTSTGIQMLLRKVIEEQKDKFKVFKKASDKPGFVEQIEKTMAEFKRYCMLPEDIEKISASSMHSEYTEERRAAE 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus ! !*!*!!!!*!!!!!!*!!!*! !!!* !!!!!*!! !*!* * !!!!!!* !!!! ** ! *!!! !! !

logo KLHDLHS IVLYQQMEKQHSLAQDEQYLVHSEDYLTLLAEQHQIPLSAEDE IKGAHIY I
VDGFYQFTPQEQFLLRVI

LEQLLML
VHAAEHKITAFASFLTAVDKRPS

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 KLHDLHVLYQQMEQHLQDEYVHSEDYLTLLAQQIPSAEEIKGAHIYIDGFYQFTPQQLLVIEQLLLHAAKITAAFTVDRS 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!!**!!!!!! *! ! !*!!!!!!!!!! *!! !!*!!!!!!!*!!!!!!!!! !*!!!**!! *!! ! !**

logo

S
Y
H
Y
D
EREQPHNELDELFRMTGKTYFYQRLHYQKLAKECLGNALDI STEYKNEI FLESGRNTEHRHLTKYTPDELAHYLEAHQYEAQRPAVI

QPYAQEKNQTEPAHLTVMSKQASANKR
NTDB id 995141 AAVD42 RS17025 WP 345807234.1 YHDRQPNELDLFRMTGKTYFQLYQLAKECGADISENIFERNHRHLYTPDLAYLEHQYEQRPVQPYQENTPHLTVSKSANK 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus **! !*!!*!!!!!!!!!* !*! !!!* !!* *!! !!*!!*!!*!!! !! !! ! **!!! !!*

logo RAE I
LEGI

VARDE IHLADLVREKGLYRLYKRDI
V
A
S I LVARHQPVDEDYKDMTLVKEVFARDYDE IPFYF IDGKNAESML

Q
N
YHPL I EFL IRSSLDVI

LKGNWRY
NTDB id 995141 AAVD42 RS17025 WP 345807234.1 RAEIEGVARDILDLVREKGLRLRDISIVARHVDDYKDTLKEVFRDYDIPFFIDGNESMQYHPLIELIRSSLDVIKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus !!!*!!*!!*!* !!!!!! ! *!* !*!!***!!!! *!!!! !!*!!*!!!! !! !!!!! !!!!!!!*!!!!!!

logo EAVFRCVKTEFLLFPLVENEIPTKANKAVREHQAVDQLENYC IAYGI
VKGDERWTKNGDSRFHQYRRFQVSLDDEDFAGQTDQE I EMENQMLNDTVKRDEW

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 EAVFRCVKTEFLFPVEITKNKAREHADQLENYCIAYGVKGERWTNGSRFHYRRFQSLDEDFGQTDQEIEMEQMLNDVKEW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!!!!! !!!* *! ! !!* !!!!!!!!!!!*!!*!!! ! !!*!!!! !!!*!!*!!!!!!!!!*!!!! **!

logo IVPPLFYQLQKRLMKKAKQKTVQRDEKMAVEALVYRVFYLEE I
T
D
QVPDLKLDEKQAERLQERAEDEADGR I

L
A
I EAMQQHGQQAVWDAVIQLLMDEEFVDEML

MGDDEE I
L

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 IVPPLYQLQKRLKKAQKVRDMVEAVYVFLEEIQVPDKLEKARLEAEEAGRLAEAMQHGQVWDAVIQLMDEFVDMLGDEEL 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus !!!!!*!!!!!*!!! ! * !!*! *!!! !! !!* ! !!* !!* !! !! ! !!!!!!!**!!!*!*!!*!*



logo SFLDPLFQQMIDEATGALAESLKTFASL IPPASLDQVF IVGNSMDLSRMYGQTVKSCMTF IV I
LGAVNDGVI

LPARPDSDEENGSVLSDEDDREWLKRTAIGAVELAS
NTDB id 995141 AAVD42 RS17025 WP 345807234.1 SFPLFQQMIDTGLASLKFALIPPSLDQVFIGSMDLSRMYQVKCMFIIGVNDGVIPARPSDESVLSEDDREWLKRAGAELA 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus ! *!!!!!!* ! !! ! !!!! !!!!!*! !!!!!!! ! !**! !!!!*!!!! * !!!*!!!!!!! ! !!

logo

E
S
G
TGKRERLLDEHQFL IYMQAFLSSPSDRHRLYLVSYAPAIASDAEGKRSTLLPSMTI

L
I
VKRYCLEQELFMPHNHKQEQARLLYTVLNDEPEQLVESDDEEQLKMF

YVAVNEKHS
NTDB id 995141 AAVD42 RS17025 WP 345807234.1 ETGKERLLDEQFLIYQALSSPSRHLYLSYAASDAEGRSLLPSTLIKYCQELMPNHQQALYVLDPEQLEDDEQLKFVANEH 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !*!!!!!!*!!!! ! !!!! *!!*!!* !!!!**!!!! **! * !! !*! ! *!!!* !*!!! *! ! *

logo VASLQSFYTAVSQLQRLQWLTNREQYDP I SDGVWWSTVYNVYLMS
T
E
S
P
Q
D
HRDLQVSKKNI

L
F
MSSLFFRTNERAVKPQLEKDRNSVSTKREQLYGDEHR IQGSVSRMEKTFNA

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 VSLSYTVSQLQQWLNQYPISGVWWSVYNYLMTSPHRDVSKNIMSSLFFTNRAKPLKDNVTKELYGDHIQGSVSRMEKFNA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus ! !*! !!! ! !*!! !!!! !! !!* **! !! * !!!!! ! !*! !** !!!**!!!!!!!!! !!!

logo CAPFSHFASHGLHKLKERQFFYKLEAPDIGQLFHSASLKHL I SDRTLRVEQKKLDWKRDNLTKEDQCEVLNFYSRYDHAI
VEQRLAPKRLQKE I LLSSN

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 CAFSHFASHGLKLKERQFYKLEAPDIGQLFHSALKHISDTLVEQKKDWKNLTKEDCVNYSRHAIEQLAPRLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !*!!!!!!!!!*!!!!!!*!!!!!!!!!!!!! !!*!!! ! !!! !!* !!!! ! *! *!*! !!!*!!!!!!!!!!

logo RHAYYI
VKEKLQKI LV I

TRVSGS I LSEHAKALSGFSVP I
VGLELGFGGKQGPLPPFLTFQLKNGCTMELVGR IDRVDKAEGSSKGLLLR IV

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 RHAYIKEKLQKILIRVSSILSEHAKLSGFSPVGLELGFGGQGPLPPFTFQLKNGCTMELVGRIDRVDKAEGSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !! !*!!!!!!!* !!! !!!!!!! !!! !*!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!

logo DYKSSDEKGLDLAEVYYGLALQMLTYLDLSTITHYSAKDEWLGMVERATPAGI
VLYFHIHDPLMIQASNP I

LPLAGELDE I EQE I FKKFKMKGL
NTDB id 995141 AAVD42 RS17025 WP 345807234.1 DYKSSEKGLDLAEVYYGLALQMLTYLDLTITYSKEWLGVEATPAGILYFHIHDPLIQAPIPLAEDEIEQEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*! *!!!* !!!!!*!!!!!!!!*!! **!!* !!!!!!!!!!!!!!!!

logo LLEGDQVEAVVKRLMDQTTLNQESGRSNQI
V INQAGLKKDGSFLRSDSAAVLVGSEDKEHFDQI

LLTKQHVRRTFEQEAGEQR ITDNGERVAS I ENPYKLMKDNKQTP
NTDB id 995141 AAVD42 RS17025 WP 345807234.1 LLEDVEAVKLMDQTLNSGRSQVIQAGLKKDGSFRSDSAVLSEDHFQILTQHVRRTFEEAGERITNGEVAINPYKLKDQTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !! ! ! !*!!! !!* !!!**!*!!!!!!!! !!!!! * ! *! *!! !!!!!! !!!! !! ! ! ! !!!*! !!



logo CRTFYCASFKS IVCQFDES ILEDENDEFYRPVLKTASEKDDKTVI
V
I
LERWIKKEAGDGQNYAEHNSTKTE

NTDB id 995141 AAVD42 RS17025 WP 345807234.1 CRFCSFKSICQFDESIEDNDFRVLTSEKDDVVIERIKKEGDQYANTKTE 1169
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS... 1166
consensus ! *! !!!*!!!!!!*!*!**!*! !!! **! !!!!*! *****

X non conserved

X similar

X ≥ 50% conserved


