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NTDB id 995114 AAVD42 RS07620 WP 345808100.1 YQFMSNKLYNVDFFMGRIKYYCLLAITPTIVVVIIFDFIQKPSANFYTVKFTIITYILMLTVFYFKEIIDFRFRLKRFSE 391
NTDB id 91 BSU 31690 NP 391047.2 YQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSE 398
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NTDB id 91 BSU 31690 NP 391047.2 KFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHE.VGPDWNFYQEEFENVTSEIG 477
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NTDB id 995114 AAVD42 RS07620 WP 345808100.1 KIVGLDKGFMMKIGERGGHSFVICCLSNLRIPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQREANPAWLK 551
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
consensus !!* * !!*!!*!!!!!*!*!**!!!!* !*!!!!!!!!!!!! !!!!!!*!!!**!!!!!!!! !!!! !! !!!



logo KLVMFAI
MEEKQRSDGLARDLHDSVLQDL I SLKRQCSELMFLGTDNFKQKNDDQNPCPRETES IVEQDQKSL IVQSMWNEQMSDKVIQSMTTRETCHELRPQL

NTDB id 995114 AAVD42 RS07620 WP 345808100.1 KVMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEMFLTNFQNDQ..CPTSIEQSLISWNEQMSKVIQTTRETCHELRPQL 629
NTDB id 91 BSU 31690 NP 391047.2 KLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQL 637
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NTDB id 995114 AAVD42 RS07620 WP 345808100.1 LYDLGLVKAISKLTSQIQEEAPFHIRLNTTRFDKEMDIDIDSQLNIYRIVQELLSNALKHSQASQVLIMLICIKDQVVLH 709
NTDB id 91 BSU 31690 NP 391047.2 LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLH 715
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NTDB id 91 BSU 31690 NP 391047.2 YEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
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