logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
615 LCA RS02545 WP 011374200.1
995089 AAVC94 RS16470 WP 253622114.1
108 BSU 35470 NP 391427.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
615 LCA RS02545 WP 011374200.1
995089 AAVC94 RS16470 WP 253622114.1
108 BSU 35470 NP 391427.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
615 LCA RS02545 WP 011374200.1
995089 AAVC94 RS16470 WP 253622114.1
108 BSU 35470 NP 391427.1

consensus

VL RLETENELT, oo o EEE. ROLABLPA REKAHLE R s e LY

YEKNS SFSKELQEN UL R<SRSKE

3

 NKBIKIGAMTSVNANCIREEEGGEIHIKT . . .
MR OLAEKLPAMRKEKGKLFCQRCNSTIf
MR QLAEKLPAMRKEKGKLFCQRCNSTIR
MR 0L AEKLPAMRKEKGKLFCQRCNSTIf
MR QLAEKLPAMRKEKGKLFCQRCNSTIR
.RQLAEKLPAMRKEKGKLFCQRC AN .
BRQLAEKLPAMRKEKGKLFCQRCNSTI

UNPVEKNSSFSKELQQTLRSEHLLR THAMYFSDEMIEWHIKNGY . . . . ITAENEISINEREYREEEIEGQEDQRYFSFYHS

* % % % 5k % ok ok kK kK K Xk kK kokokokokkok kok kok kok Kok ok ok ok ok ok ok kkokkok kX * % %

P e LLMRDe e e Tl s L TN T

LPIGAYYCRECLLMKRVRSDQ LYYFPQEDFPK..QDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMI
LPIGAYYCRECLLMKRVRSDQ LYYFPQEDFPKMMQDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMI
LPIGAYYCRECLLMKRVRSDQ LYYFPQEDFPKMMQDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMI
BNODVLKWRGQLTPFQEKVSEGLLQVDKQKP LVHAVTGAGKTEMI

BA0D LKWRGQLTPFQEKVSEGL QAVDKQEBPHLVHAVTGAGKTEMI

BODVLKWRGQLTPFQ KVS GLLQAVDKQP LVHAVTGAGKTEMI

OVEEQKEE] BWAVTGAGKTEM

VGETTECGFRYENTGPQMEEACHSEMTLQEMASK GNKR AR KIMNNK N K S D LIMEWINICIN &Ry

SGKNKLS GSE.VPS KESNWKSIKTDK S G ABN V)Y SKEEL INAVMGAGKTEM
% %k k k& * %k * % % %k sk 5k sk sk k| sk sk sk 5k ok k ok ok ok kokok Dok sk Dok Doskoskosk |oskoskoskokokok skokskskskokoskokokokskok L L DD ek

fo ol WRILIE Aladhs ol se e LGl R

BSYER PLVVMT HQLL FJ

BPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD
BPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD
NPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD
BPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD
BPYFRTPLVV TTHQLLKFYQAFDLLIVDEVD
BPYFRTPLVVATTHQLLKFYQAFDLLIVDEVD

YQVVAKVINAGGAVCLASPRIDVCLELYKRLQ[DF
YQVVAKVINAGGAVCLASPRIDVCLELYKRLQ[NDF

YQVVAKVINAGGAVCLASPRIDVCLELYKRLQDDFA:
YQVVAKVINAGGAVCLASPRIDVCLELYKRLQIYDFL

K ok ok ok ok ok ok ok ok ok | koK | EIREEE Pl D sk sk Dok ok Dok s skokskokokok Dotk Do DD Doskokskok Do Dok L 1 E DL

219
208
208
208
208
208
208
217
147
236



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
615 LCA RS02545 WP 011374200.1
995089 AAVC94 RS16470 WP 253622114.1
108 BSU 35470 NP 391427.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
615 LCA RS02545 WP 011374200.1
995089 AAVC94 RS16470 WP 253622114.1
108 BSU 35470 NP 391427.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

593 KW2 RS05130 WP 021037147.1

277 KZH43 RS10090 WP 000867601.1

236 SPD RS10765 WP 000867601.1

202 SPR RS10250 WP 000867601.1

167 SP RS11275 WP 000867616.1

535 SMSK321 RS10515 WP 000867726.1
507 SM12261 RS09240 WP 000867722.1
615 LCA RS02545 WP 011374200.1
995089 AAVC94 RS16470 WP 253622114.1
108 BSU 35470 NP 391427.1

consensus

400 Lol R T bl WL o]l

WLSDFNRYL
WLSDFNRYL
WLSDEFNRYL
WLSDEFNRYL

WLSDFNRYL
WLSDFN [¢L

Pl ko |oskosk | oskoskosk ko k ok ok sokskok e 1]k %k >k 5k 5k 3k 3k %k %k >k >k >k % k % Dok Dok Doskoskosk |oskosk |oskosk sk skosk sk ko k ok * >k %k % % %

Mt BT ot e 5 Toed D £

L)/\l/\ lu/\

ILI T ILERGVTFH
YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFP
YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFP
YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFP
YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFP

KLKSYIEKQRKT YPLLIFASEIKKGEQLIEILQJ{ FPEIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFP
KLKSYIEKQRKT YPLLIFASEIKKGEQLJSEI QEQFPNEKIGFVSS TE RLEQVQAFRDRIELTILISTTILERGVTFP
TTILERGVTE]S

ICHITKKRRAAAEAVP SIS TMKKMTKESSRK . . HHL NME G D D PR K @ K AN Q139380 Y K'Y D S BRI M B W 5 A CATMN T S

192 F HV{EERIZMF L VP SMS ILEKAMACFKG . . VHCRTHES\HEEDK HIgK|AK NN QAo eI D B S S oy HeX Ty Vig

>k 5k 5k 3k 3k >k >k >k 5k 3k 3k 5k %k >k sk sk sk 5k | sk sk 5k 5k 5k 5k %k >k 5k 3k 5k 5k %k %k %k 5k k k % 5k 3k k %k >k 5k 3k 3k % %k %k >k 5k % k 1) skskoskokok ok E A I T B B B

AR TCSL R B D e, ..

| DVEV 1| IRHIYFTKS LIQ GRVGRDSKRPTGL S|WISEKS L Q 430
CVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL 432
CVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNIASIKKAIKEIQNIMNKEAGL 432
CVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNIASIKKAIKEIQNMNKEAGL 432
CVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNIASIKKAIKEIQNIMNKEAGL 432
CVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLN@SIKKAIKEIQ@NMNKEAGL 432
CVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNWSTIKKAIKEIQEMNKEAGL 432
N\ AN LS GINESMEBYN EMB Vs nsied:i Al H K] Y AQNPMH|ZMY QDY TR WKTQUNQRERRLASTV 445
NWYQUIGHARGIAE S TSN E S A RN S (€331 A (ed1H L F F K [E0M F | iiF [l T R S QIR HRV KW D TINEKEF SEK 374

IPIFEK TKEML DERIMHIK ENELINKVECTD 463

kokokokok Dokokokokokokok Dokokokok Dok Dokok |k |1 skokokokokx * % * %k % % kokok | okokok |k EEEE T

X non conserved
B similar
>50% conserved

il

291
288
288
288
288
288
288
297
227
316

366
368
368
368
368
368
368
376
305
394



