logo

NTDB id 995011 AAVC22
NTDB id 108 BSU 35470
consensus

logo

NTDB id 995011 AAVC22
NTDB id 108 BSU 35470
consensus

logo

NTDB id 995011 AAVC22
NTDB id 108 BSU 35470
consensus

logo

NTDB id 995011 AAVC22
NTDB id 108 BSU 35470
consensus

logo

NTDB id 995011 AAVC22
NTDB id 108 BSU 35470
consensus

logo

NTDB id 995011 AAVC22
NTDB id 108 BSU 35470
consensus

RS13535 WP 020453117.
NP 391427.1

RS13535 WP 020453117.
NP 391427.1

RS13535 WP 020453117.
NP 391427.1

RS13535 WP 020453117.
NP 391427.1

RS13535 WP 020453117.
NP 391427.1

RS13535 WP 020453117.
NP 391427.1

.M HP
M

*

P e

ARNSICIMR S C
8IS S EL[NN

FIETRT

*

* |k oxk

Dkokok | 1|

i

I

PYSHD 'TLQ AVISKEFNK = SEN:|
PYSIAD TLQ AV[NKIWJK Spy YL ATPY
1

ok DLk DD Dskokokok | kok |

NIRRT

I

ko |

v
I

CC INCVMMGRVSE[e§Y LI8 W
BICVMMGRVSE (gL} W

IFSRHLL
P Tk L DD Dok L LT

feo

GHGRHE[JAP
EEVEENY
!

* 1k %

GIEJALN GLRVCIATPRTDVVLELPRI
GIEFALN GLRVCIATPRTDVVLELMPRI
1

YL ATP

*

*ok 1 Lk |

RSt e BeRLLRoE e
b AL BPMCTB o THE - ABAE

KS
A

K
*

;

KL

YT
KL
*

RTINLEL s Rt

HYNIPEM

*

Y
L

I

G

i

Ky

[ WISGHUL SENG Q2K A Al
EYWINGINL SBIG Q[N K A Aj\AY
! M

NG

I

T

S

K AINGISLH VRIPAR HRH

K AJRNG[N]
!

SBFKEQEL QHEAAINAREEPAK TVV SHLAKE
K W |3HeNE PVELEVPS IBEKAAACF)GV
!

I

ARG AR

GVLGAESI\ F ESALVQ AGRPE
GVLGAESE F ESALVQ AGRyN

X non conserved
B similar
i >50% conserved

TR 1ol

DGDV[® FHG TKSMRPNAR HI[NR(MNESLEYIKIAY b
I\DGDV  FH G TKSMWNAR HIMEXMNALIVNK ANekY
T

T

PJ9HT

I

*

* % |

LH

NEETY

Tl !

KK T)e3!
SERIKR
U

i

il

AT

|

|

EKV IR
EKV [NFR
1

Phrx 1

L

N

1ok

oo s R
SIXEESSSSH SEiEé?EEE

AN

(R CIl
S..G
* %

AL

UMD

IPNALYGGS)EDNIGWWLSPL ISTTHQLLRYK AJDV
I\ TMJALYGGS DISGILSPL ISTTHQLLRYK AMDV IIDEVDAF

PLPEPjN® WCGNWZ [¢/L)
VRIPARBIHRIAPLPEPAY WCGNWI ML
P * 1

e e st kb Gerhs L ) T
ROl AN TYm

KEELLIWAVCGEGKTE
I AI KEELLIWAVCGIGKTE LFJg
* k1|

LF

* 1 1%

Al

IIDEVDAF

i

—

B

Tl

IS L TTTILERGVTV KEY
DIYNL. L TTTILERGVTVIZKN

)

464
463

RV
LA

P I
p

PA

79
78

159
158

239
238

319
318

399
398



