
logo MDDHANHYTKDELKQPTVENLSKAI
VYTVNRHAKTAPTNPKYLYLLKKKRALQKLLVKNEGKGKKI

VGLHFSKNPRFSQQQSDVL I S ILGD
NTDB id 994974 AAVC22 RS02750 WP 020451191.1 MDDHNHTKELKPTVENLSKAIYTVNRHAKTATNPKYLYLLKKKALQKLLNEGKGKKVGLHFSKNPRFSQQQSDVLISLGD 80
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGD 80
consensus !!!! *!!*! !!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!*!!

logo YFYFHMPPTKEDFAEHSLPHLGTLNHQSYRNPKAHQMSLNTI
KAKHQLLQENYTVGI

MKEKPLVPTNRKQQRPAYHSKPVFKKLGESYF
NTDB id 994974 AAVC22 RS02750 WP 020451191.1 YFFHMPPTKEDFASLPHLGTLNHSYRNPKAHMSLNIAKQLLQNYTGIKEKPLVTNRKRPA.SKPVFKKLGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 YYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !*!!!!!!!!!! *!!!!!!!!*!!!!!!!*!!! !!*!!! ! !*!!!!!!*!! !!**!!!!!!!!!!!!
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