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NTDB id 994967 AAVC22 RS00730 WP 023857607.1 MFDEREALRLRLEQLGDAEIQVMRELRKERQDIYSKLRELDQESDPAINKKSS........LIDLASAAAEELKQSQI.. 70
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQS 80
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NTDB id 994967 AAVC22 RS00730 WP 023857607.1 .........AVDKHPPIKTPSHT........IFQSKTTIQREAALNILSRYEEGLKGIKLKTEIEKETGFPIKNMTTFMK 133
NTDB id 79 BSU 14240 NP 389307.1 QQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQ 160
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NTDB id 994967 AAVC22 RS00730 WP 023857607.1 SLMKHRPDIKKPARGHYILHKEKDL...... 158
NTDB id 79 BSU 14240 NP 389307.1 SLIKMYPEVKKPYRGQYILEGEIESAESANE 191
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