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NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 MSKERKGGMGGPMSRMGGGPRAVEKAKDFKGTMKKLGVYLKPYSLSIAIVILFAIGSAAFSIVGPKILGKATTKIFEGLV 80
NTDB id 370 SMU RS04260 WP 002263294.1 ........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA 56
consensus ************************ ! * ***!!!*! ** **! ! ! ***!! ! ! * !!
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NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 QKITGVPDASIDFGYIGNIAMILVALYLVSSLFGIIQSFIMSGVAQKVSYNLRKQISEKMDTLPLNYFDTRTNGEVLSRI 160
NTDB id 370 SMU RS04260 WP 002263294.1 ........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRV 128
consensus ********* !! !! !!* ! !! ! !!!*! * !! ! !! ! *!* *!! !!!****!* !!!*
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NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 TNDVDTVNQTLNQSLSQIITSVVTLIGVLIMMFSISWIMTLATFIILPVSMVLISLVVKKSQKYFKSQQEYLGHLNGQVE 240
NTDB id 370 SMU RS04260 WP 002263294.1 TNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVE 208
consensus !!!!! * !* !!!! ** ** !!! * !! * * ** !! **** !!!* !! !! !*** ! !!
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NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 EVYGGHNIMKAFNREEASTKDFDELNNTLYKSAWKSQFLSGMMMPIMSFVGNLGYVLVSILGGWLTIKSVITVGDIQAFI 320
NTDB id 370 SMU RS04260 WP 002263294.1 EVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFM 288
consensus !!! !!!** *! ! ! !* !! !* ! !!!!! !!*!!!*! !*!! !!!*!*!*!* * ! !!*! ! !!*
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NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 QYVRSFNQPIAQMAQVANIMQSTAAAAERVFEFLDEEDEVKDPVNSVDPSEIRGEVEFEDVHFGYNEDKIIINDFSVDVK 400
NTDB id 370 SMU RS04260 WP 002263294.1 TYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAK 368
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NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 PGQKVAIVGPTGAGKTTIVKLLMRFYDINSGSIKIDGHDIRDFKRADLRNLFGMVLQDTWLFNGTIMENLRYGRLDATDA 480
NTDB id 370 SMU RS04260 WP 002263294.1 AGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDE 448
consensus *!!!*!!!!!!!!!!!!!! !!!!!!** ! ! !!!* !*! ! *** !*!!!!!!!!! !!* !!! ! * !!
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NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 EVKEAAKAAHVDHFVKTLPDGYNMVLNEEASNISQGQKQLLTIARAFLKDPKLLILDEATSSVDTRTELLIQKAMEKLME 560
NTDB id 370 SMU RS04260 WP 002263294.1 QVIAAAKAVGVHHFIKTLPKGYDTVLDDS.VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLME 527
consensus ! !!!! *!*!!*!!!! !! !! * * *! !!!!!!!!!!! !!!**!!!!!!!!!!!!!!!! !!!*!!**!!!



logo GRTSF IV IAHRLSTIRDNADL I LVMKRDGDNI IVEQGNSHDEEQLLMAEEKGNGFYASDSLYNSQFETEQESSVAS
NTDB id 99492 SNUCP4 RS03125 WP 412731717.1 GRTSFIIAHRLSTIRDADLILVMKDGDIVEQGNHEELLEKGGFYSSLYNSQFEQSSAS 618
NTDB id 370 SMU RS04260 WP 002263294.1 GRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!!*!!!!!!!!! !!!!!!!*!! !*!!! !* !* !!! !!!!!! !*
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