logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.1

id 96 BSU 24730 NP 390353.1

consensus

SVLT | CDKRLCAALLDACLLTDEELQRALERHREVCGSLAEVLVD VGLLSERRIAQT I EDRFC I PLVELHRVE | PPKVK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK

ALLPAEKAKELKA | PFALDEEACVWRVAFLNPLDTLSLEEVEDLTCLVWEPYQTTKSAFLYALAKHYPELCLPV S
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG

ECQKDLKLGELLLQKGW I SREALEEALVEQEKTCDLLCGR I LVRKCLPEEALYRALAEQKCLEFLESTEC IVPDPSAALLL
EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL

LRSDALRYCAVF | CFQNCEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQECKLSREAL
LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL

KEALEVOKCLPRAKPLCE | LVELCLARPEDVEEALQKQRRCCCRLEDTLVQS CKLRPEALAQAVATSERY TYVESREER|
KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGMPYV PEEIP.
.................................................................. MSQMTICEQQTERI

FD1 5P BRUKRNE kS LRRY e MREEENRLUL VD RN T ALBMRE AL KRR LcRYE XV ARERE xL TNAL S
... .XDPGAPLLLPEDIRCRIAYGVFIYHRLEGNRIRVIRLMKDPRNMLINLBDVRLALKRKGLNYEMAIYAMATEAARTKINE. . . .
FDISIESRWQKNCEEKQIRLLEMLAVIZVQETEHKRWIRAMDDIENNETINCEIFAFM. TH. . . .KQEEIHVWIASDEBKYIRENALS

OO OO

160

240

320

399

14

471
89



logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.

id 96 BSU 24730 NP 390353.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1028 TT RS08215 WP 011173991.1
id 1384 A4U84 RS08525 WP 010787006.1

id 994700 AAVD18 RS08320 WP 013352872.1

id 96 BSU 24730 NP 390353.1

consensus

i

QNASDIHIEPRKQKLII Lisem)@VIRHL Y

EQER¢YEEAELAEVEQEFAKKQAEEEVQSQLELBEE EEkEEQQ A %@ASD

.. .ERFMGKAJJRSE AKEFAKKQAEEEVPSP DESAA
PEQQPIMEES|HBAFMEQ. ... ... ... EQEQ

J\ ASDIHI\YPRERDAJJIFSIR I[ERIAL KIS

Lo L rfelsaD

LEF IWRLIS . MKIML [ D IFEMR{NP Q)yG{aYgSgiy LA T

D lskskskokokokk | okokokk | %k

el

RLL KASDIP IREDIRGE AJY

E%%%ﬁﬂ$MHﬁwR

YL ENDERMR YRE

KA\

Pokokokoskokskok skokokokokok Dok Dok DD Dok ok b sk Dok Dokoskoskokokokok skokokokok | * 1

kkokokkskokokokokk | D skok Psksksksksksk sk Dk I x|

WQWWQTHMMMMWMWW$%W%W{M

EVFERFKEVESHP Y[EEFR I NGRS F iy TBE

KRIA.TPD NTQT EDPVEYEIPG NQINQVNIZNAG “ T -+ i 'L - A3

* kxk b D1 Pkskskskskkkk k| k%

e ool e

EN
sk | okok |k

L)

LI

%MMMWMM%MM%$

Polsksk Dsksk | Dskskosk Doskskosksksk |oskskskskskskskokk 1L

E EE X ﬁT R%s%igAE|Q ARLYERKNE QTEéﬁ @?AyngQT B%ELB 5

-
é IEIKEIARRK
VAlKSAIKEIARRKGM

lVKPDPEl. LRRLG SEAEIQGARLYK.MGCER.GGTGYKGRYAIH LLVMDBERS:

VG DECYQGYRG BREISGVY [
By IRYR TRRAG YEL s
GCS BIASIR TRRANJVYE L .

KTLREDCLYKALQ |T§VQBVLA ﬁf@

KTLREDGLYKALQGITTLEEVEARTIE 889
.. 461
A 356
K 356

kokkk ckkkk ok

627
238
123
123

706
317
203
203

786
397
283
283

862
452
345
345



(> S

non conserved
similar
>50% conserved



