
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKIYAKLRELDNRNTGSLPSDE I
TKKDEFRPSEKKPSDSLPVLAELAAQE I

MRSYQKPQ
NTDB id 994683 AAVD18 RS03120 WP 013352088.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDNTGSLSDTKKEFRPEKKSDSLPVLAELAAQEMRSYQKPQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQ.PQ 79
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!* !!*!!*!!!*!!!!!!!!!!!!!*!!!!*!!

logo

S
TQPQQSTVQPQLMQS I STSTLPAGIPDGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFM

NTDB id 994683 AAVD18 RS03120 WP 013352088.1 TQPQSTQPQMQSITTLPAGIPDGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 160
NTDB id 79 BSU 14240 NP 389307.1 SQQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFM 159
consensus *!*!! !!!*!!!**!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSL IKMYPEVKKPYRGQYI LEGE I ESQSAEETASAENTEGNDTAAE
NTDB id 994683 AAVD18 RS03120 WP 013352088.1 QSLIKMYPEVKKPYRGQYILEGEISQETAETGNDTAAE 198
NTDB id 79 BSU 14240 NP 389307.1 QSLIKMYPEVKKPYRGQYILEGEIESAESANE...... 191
consensus !!!!!!!!!!!!!!!!!!!!!!!! ******

X non conserved

X similar

X ≥ 50% conserved


