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NTDB id 600 KW2 RS01765 WP 011675413.1 MATK.....KKTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA..ANQKVSVVSSGSLALDIALGAGGYPKG 73
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAK.....KPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER..AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 228 SPD RS09265 WP 001085462.1 .MAK.....KPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER..AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 194 SPR RS08825 WP 001085462.1 .MAK.....KPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER..AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 159 SP RS09750 WP 001085462.1 .MAK.....KPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER..AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAK.....KPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER..AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAK.....KPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER..AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 453 Spy49 1753c ACI62003.1 .MAK.....KLKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER..AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 408 SMU RS09530 WP 002262392.1 .MAK.....RIKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER..AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 115 BSU 16940 NP 389576.2 .....................MSDRQAALDMALKQIEKQFGKGSIMKLGEK..TDTRISTVPSGSLALDTALGIGGYPRG 57
NTDB id 625 LCA RS02525 WP 011374196.1 ...................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK..VDTQVSTVSSGSLALDEALGVGGYPRG 59
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE..SKLDVQVVSTGSLSLDLALGVGGIPRG 71
NTDB id 99468 QUD34 RS01655 WP 286354850.1 ................MAAAEQDERLKALTRTLADIDRAFGKGSVMKLGDRMNSAEGIEVISTGSIALDSALGVGGVPKG 64
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAK..TETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTV.DHNIEVIPSGSLGLDLALGVGGYPKG 67
NTDB id 1245 Cj1673c YP 002345041.1 ....................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.E.VEQIDSIGTGSVGLDLALGIGGVPKG 58
NTDB id 1211 C694 RS00795 WP 000963128.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.Q.VEKIDSISTGSLGLDLALGIGGVPKG 60
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.Q.VEKIDAISTGSLGLDLALGIGGVPKG 60
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNT..VVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.E.QLDIESVSTGSLGLDLALGIGGLPMG 75
NTDB id 1130 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQ.EENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1124 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQ.EENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1123 OK783 RS03845 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQ.EENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG..........KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.E.VEPVQVVSTGSLGLDVALGVGGLPRG 67
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.R.AMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.R.AMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ....................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.T.VQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ....................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.T.VQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1205 PSJM300 05545 AFN77183.1 ....................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.D.RQAIPSISTGSLGLDIALGIGGLPKG 58
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NTDB id 600 KW2 RS01765 WP 011675413.1 RIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVD 153
NTDB id 269 KZH43 RS08665 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 228 SPD RS09265 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 194 SPR RS08825 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 159 SP RS09750 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 499 SM12261 RS08315 WP 078228268.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 527 SMSK321 RS11065 WP 001085454.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 453 Spy49 1753c ACI62003.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 408 SMU RS09530 WP 002262392.1 RIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 115 BSU 16940 NP 389576.2 RIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVD 137
NTDB id 625 LCA RS02525 WP 011374196.1 RIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVD 139
NTDB id 1313 DR RS12030 WP 010888966.1 RITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSGAID 151
NTDB id 99468 QUD34 RS01655 WP 286354850.1 RVVEVYGPEASGKTTLALHMVAQAQKKGGLAAYIDAEHALDPEYAQKLGVDVANLFISQPDSGEQALEICDQLVRSGALD 144
NTDB id 1334 RA0C RS04870 WP 004918236.1 RIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGVD 147
NTDB id 1245 Cj1673c YP 002345041.1 RIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSGAVD 138
NTDB id 1211 C694 RS00795 WP 000963128.1 RIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGID 140
NTDB id 1214 NCTC11637 00359 SQJ03206.1 RIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGID 140
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSGAVD 155
NTDB id 1130 NGFG RS03960 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1124 NGFG RS03960 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1123 OK783 RS03845 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1427 RS RS02760 WP 011000510.1 RVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSGSVD 147
NTDB id 1165 A1552VC RS01565 WP 000344154.1 RIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVD 138
NTDB id 1142 GTF74 RS11550 WP 000344154.1 RIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVD 138
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAID 138
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAID 138
NTDB id 1205 PSJM300 05545 AFN77183.1 RIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVD 138
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MGDAQSKSLHPMVGLHQARMLLMSHQAMLRKMILASGTSAGAIVTHNSVALIHSKNNQRKAMSTGHKNCTACMTLICLVALVI F INQVLIRDEMKVIGAIMVMGYFGTSNPEVTTPTGGRNALKFY
NTDB id 600 KW2 RS01765 WP 011675413.1 LVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGRALKFY 232
NTDB id 269 KZH43 RS08665 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 228 SPD RS09265 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 194 SPR RS08825 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 159 SP RS09750 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 499 SM12261 RS08315 WP 078228268.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 453 Spy49 1753c ACI62003.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 408 SMU RS09530 WP 002262392.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGRALKFY 231
NTDB id 115 BSU 16940 NP 389576.2 IVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGRALKFY 216
NTDB id 625 LCA RS02525 WP 011374196.1 ILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGRALKFY 218
NTDB id 1313 DR RS12030 WP 010888966.1 VVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTTGGRALKFY 230
NTDB id 99468 QUD34 RS01655 WP 286354850.1 IIVVDSVAALVPKAEIDGEMGDSHVGLQARLMSQALRKMTGTISKTHTCVVFINQIRMKIGVM.FGNPETTTGGNALKFY 223
NTDB id 1334 RA0C RS04870 WP 004918236.1 IVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGNALKFY 226
NTDB id 1245 Cj1673c YP 002345041.1 LIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTTGGNALKFY 218
NTDB id 1211 C694 RS00795 WP 000963128.1 LVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFY 220
NTDB id 1214 NCTC11637 00359 SQJ03206.1 LVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFY 220
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTTGGNALKFY 234
NTDB id 1130 NGFG RS03960 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFY 218
NTDB id 1124 NGFG RS03960 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFY 218
NTDB id 1123 OK783 RS03845 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFY 218
NTDB id 1427 RS RS02760 WP 011000510.1 LIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTTGGNALKFY 226
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFY 217
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFY 217
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFY 217
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFY 217
NTDB id 1205 PSJM300 05545 AFN77183.1 VIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGNALKFY 217
consensus ****!!!!!!*!*!!!*!**!!***!!*!!**!*!*!!*** * ** ** *!!!!*! !*!*! *! !!*! !! !!!!!
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NTDB id 600 KW2 RS01765 WP 011675413.1 ASVRLDVRGSTKIEEG........SGDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKK 304
NTDB id 269 KZH43 RS08665 WP 001085462.1 ASVRLDVRGNTQIKGT........GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKK 303
NTDB id 228 SPD RS09265 WP 001085462.1 ASVRLDVRGNTQIKGT........GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKK 303
NTDB id 194 SPR RS08825 WP 001085462.1 ASVRLDVRGNTQIKGT........GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKK 303
NTDB id 159 SP RS09750 WP 001085462.1 ASVRLDVRGNTQIKGT........GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKK 303
NTDB id 499 SM12261 RS08315 WP 078228268.1 ASVRLDVRGSTQIKGT........GDQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKK 303
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ASVRLDVRGSTQIKGT........GDQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKK 303
NTDB id 453 Spy49 1753c ACI62003.1 ASVRLDVRGTTQIKGT........GDQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQK 303
NTDB id 408 SMU RS09530 WP 002262392.1 SSVRLDVRGNTQIKGT........GEQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQK 303
NTDB id 115 BSU 16940 NP 389576.2 SSVRLEVRRAEQLKQG........N....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQK 284
NTDB id 625 LCA RS02525 WP 011374196.1 STVRLEVRRAETIKNG........T....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINK 286
NTDB id 1313 DR RS12030 WP 010888966.1 ASVRLDVRKIGQPTKV...........GNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKK 299
NTDB id 99468 QUD34 RS01655 WP 286354850.1 ASVRLDVRSIQSIKGNTNDPLVAAKDEDSSVIGKKTKVKVVKNKVAPPLKVATFDIMYGEGISRTGELVELGTQLEIIQK 303
NTDB id 1334 RA0C RS04870 WP 004918236.1 ASVRIDIRRSLSDTGK.......IKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQK 299
NTDB id 1245 Cj1673c YP 002345041.1 ASVRLDVRKVATLKQ............NEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDK 286
NTDB id 1211 C694 RS00795 WP 000963128.1 ASVRIDIRRIASLKQ............NEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDK 288
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ASVRIDIRRIAALKQ............NEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDK 288
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ASVRLDIRRCGVVKD............GDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKK 302
NTDB id 1130 NGFG RS03960 WP 003688695.1 SSVRLDIRRTGSIKK............GEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINK 286
NTDB id 1124 NGFG RS03960 WP 003688695.1 SSVRLDIRRTGSIKK............GEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINK 286
NTDB id 1123 OK783 RS03845 WP 003688695.1 SSVRLDIRRTGSIKK............GEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINK 286
NTDB id 1427 RS RS02760 WP 011000510.1 ASVRLDIRRIGSIKK............GDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEK 294
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ASVRLDIRRTGAIKE............GEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEK 285
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ASVRLDIRRTGAIKE............GEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEK 285
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ASVRLDIRRIGQVKE............GDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQK 285
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ASVRLDIRRIGQVKE............GDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQK 285
NTDB id 1205 PSJM300 05545 AFN77183.1 ASVRLDIRRTGAVKE............GDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEK 285
consensus **!!***!* ** * ** ****!**!!!*!*!** * ****!*!*** **** ** *** !
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