
logo ME I ER INEHTVKFYMSYGDI EDRGFDREE IWYNRERSEELFWEVMDEVHDEEEEFAVEGPLWIQVQALDKGLE I IVTKAQL
NTDB id 994678 AAVD18 RS01695 WP 014470612.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHDEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SKDGQKLELP IPEDKKQEPADSEDNLDALLDDFQKEEQAEVNQREDEKEQKLQFTVLRFDGDFEDLVI SLSKLNLVNGI
SKTTLYSFEDNR

NTDB id 994678 AAVD18 RS01695 WP 014470612.1 SKDGQKLELPIPEDKKQEPADENLDALLDDFQKEEQAENREDKEQKLQFTLRFDDFEDLISLSKLNLNGIKTTLYSFEDR 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQEPASEDLDALLDDFQKEEQAVNQEEKEQKLQFVLRFGDFEDVISLSKLNVNGSKTTLYSFENR 160
consensus !!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!! ! !*!!!!!!! !!! !!!!*!!!!!!!*!! !!!!!!!! !

logo YYLYAVDFCYENMQTDEEVENQLS I LLEYAQTESS IVS IHRLEEYGKL IV IASDEHALEYTIKKHFAS
NTDB id 994678 AAVD18 RS01695 WP 014470612.1 YYLYADFYEQTDEEVENQLSILLEYAQESSVSIHRLEEYGKLVIADHALYTIKKHFAS 218
NTDB id 84 BSU 11520 NP 389034.1 YYLYVDFCNMTDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS 218
consensus !!!! !!* !!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!*! *!!! !!!!!!!!
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