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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 994520 ABCV34 RS03270 WP 345797798.1 ..MASLNRATLIGNLGKDPEIRYTPDGAAVCNVSIATTSTWRDKASGERREETEWHRVVFYGRQAEIAGEYLKKGRTVFV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPA........Q 134
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPA........Q 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGGDFGG.NQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 994520 ABCV34 RS03270 WP 345797798.1 EGRLKTRKWQDKDSGTDRYSTEIIAD....QMQMLGGRDDGPAGEA.KAAAA...AGR....AKGRSGQ..........V 136
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA.QGGMN...VPA....QQGSWGQPQ........Q 143
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPA......Q......KPAAQAEPPMDNFDDDIPF 180
NTDB id 994520 ABCV34 RS03270 WP 345797798.1 PTRAPAPAAGSA...................ALEESDIPF 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PAKQHQPMQQSAPQQ......YSQPQYNEPPMDFDDDIPF 177
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