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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAFNKTAA 78
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDL............. 72
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGT.......... 67
NTDB id 99452 QMG27 RS12435 WP 281811785.1 ......MKHTLQRGFTLIELMIVVAIIGVLASVALPAYQDYMVRARVSEGLGLAAAAKTNVLDVANSGNVATAAN.......... 69
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNA.LPAT.......... 65
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNA.LPAT.......... 65
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logo

APG
Q

G
S
Y
A
G
K
S
T
A

V
A
TGGSYASVAFVSAAGTFGQPGHTAPACSTVPKGYNI

V
K
S
A
Q

E
N
S
L
V
I
D
K
S
T
A

A
V
I
S
T
A
G

GTAE
G
N

S
T
A
S
T
V

N
P
T

N
W
G
D
Q
V
A
ITAVIATCITYSTGTATAEANGIPTGL

S
A
D
S
G
A
G
N
G
Q
S
T
L
I
A
L
R
V
I

V
M
L
F
V
T
MD
P
F
L
T
A
L
T
A
K
A
G
S

G
K
T

G
T
TDSALAP

V

A
N
A
I
K
P

A
L
T
A
L
P
V

P
V
T
A
P
S
A
S
T
V

A
Y
Q
T

I
P
S
A
E
T
N
SGPTAD

NTDB id 1188 NELON RS01755 WP 003772458.1 AGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLF.PL..........VNKAVPAATSTGA 150
NTDB id 1424 RS RS02795 WP 011000517.1 ...SVGSSV....FTPTKNVANLTIAGTGTVPGQITVTYTTA........AGGGTLALV.PTAAGT........ALPVSSAPSGP 133
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .PSTAGSS........CVGVQEISAS..NATTNVATATC.GA........SSAGQIIVTMDTTKAKG.....ANITLTPTYASGA 127
NTDB id 99452 QMG27 RS12435 WP 281811785.1 .GYKTGYVF....GGATKNISSIDIA..AS.TGVITITTTAA........AGGGSLLLV.PFTKSGTTDSALPAPTATSVTIEGT 137
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .QAATGYVS....PAATPNVQSIAIG...A.NGVITITYTAA........AGGGTIIMT.PTL.................QANGD 115
NTDB id 1274 LPP RS09530 WP 011214168.1 .QAATGYVS....PAATPNVASIAIG...A.NGVITITYTAA........AGGGTIVMT.PTL.................QANGD 115
consensus ! ** ** ** ** * ***!** *** ******** ** !

logo

I
V
D
M
Q
TWAKTCAMYTSTAGAKQTGAGNAKADEQTFAADVKRFSGSTVGSVASVGPSVAGVTDGMASTSLAPDLKAKYARVPASDSECKRGP

NTDB id 1188 NELON RS01755 WP 003772458.1 IDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 IMWTCYAQNKAQAA...SSVAPSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 VTWKCTTT...................SDKKYVPSECRG 147
NTDB id 99452 QMG27 RS12435 WP 281811785.1 VQWKCMAKGADTFV...GVSVP..TDALDKKYVPSDCK. 170
NTDB id 1258 GCO85 RS09745 WP 014844212.1 VTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 VTWTCTGG..................TLLAKYRPASCRP 136
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