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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 99451 QMG27 RS12135 WP 281811672.1 ..MASVNKVILVGNCGRDPEVRYLPSGQAVANVSVATSSRRKDKNSGEMIEDTQWHRVTFYDRLAEIAGEYVKKGRPIYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGGM...NVPAQ....QGSWGQPQQPAKQHQ.. 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSSGGDF.GGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 99451 QMG27 RS12135 WP 281811672.1 EGRLKYGVYTDKTTGVEKNTVDIIA....TELQLLGGREGMGGPSGG..............GDEGGYSRPAAPRAAAAP. 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYG.........QSQEAYQRPAQQSRQPAPD 142
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYG.........QSQEAYQRPAQQSRQPASD 142
consensus !!********** !*** * **** ****!**! *** ** * * **** ***** ** *

logo

N
P
A
A
M
PSHPQQTEQRAASPQAQAPAQRPPQRAKYRAPSQAQPPAVQPYAEKNAEGPAGPFMPVMDENDMFIDDDIPF

NTDB id 1166 A1552VC RS00795 WP 000168289.1 PM....QQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NA....TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 99451 QMG27 RS12135 WP 281811672.1 ........AAQRPAAPAPAKGGFDDMDDDIPF 163
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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