logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
9945
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KKTNFDDITKKYGA| MRLG

KW2 RS01765 WP 011675413.1

KZH43 RS08665 WP 001085462.1 . IMRLG
SPD RS09265 WP 001085462.1 . IMRLG
SPR RS08825 WP 001085462.1 . IMRLG
SP RS09750 WP 001085462.1 . IMRLG
SMSK321 RS11065 WP 001085454.1 . IMRLG
SM12261 RS08315 WP 078228268.1 . IMRLG
Spy49 1753c ACI62003.1 . i MRLG
SMU RS09530 WP 002262392.1 . i\ MRLG

BSU 16940 NP 389576.2

07 ABC765 RS02630 WP 347952854.1
LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

k11 skoskok

NEXNXIDII DD =

e s Bl asmsiere

SV
Qv
Qv
Qv
Qv
Qv

>

N nnnnn niksln 0N n KN N K 0NN NN

T

S

PR

Y




logo

(1Y Tl CosbIEAL: el e S B o AL

EIYGPESSGKTT DELL 154
EIYGPESSGKTT ANNOKEGCINAF IDAEHALDPAY AINALGVN DELL SQPD 153
EIYGPESSGKTT ANNGKRGCINAFIDAEHALDPAY AINALGVN DELL SQPD 153
EIYGPESSGKTT ANNOKEGGINAF IDAEHALDPAY AINNLGVN DELL SQPD 153
EIYGPESSGKTT ANNGKEGCINAFIDAEHALDPAY AINALGVN DELL SQPD 153
EIYGPESSGKTT ANNGKEGGINAFIDAEHALDPAY AINNLGVN DELL SQPD 153
EIYGPESSGKTT ANOKHGGINAF IDAEHALDPAY AINNLGVN DELL SQPD 153
EIYGPESSGKTT ANNGKRGGINAFIDAEHALDPAY AINNLGVN DELL QPD 153
EIYGPESSGKTT ANNQKNGGINAFIDAEHALDPAY AINNLGVN DELL SQPD 153
E YGPESSGKTT ARYORNGGEAAFIDAEHALDP\YYANQLGVN ELL SQPD 138
E YGPESSGKTT J\E VIEAR E1elT AN IDAEWALDPQYAQALGV B LL SQPD 139
EIYGPESSGKTT AAUoKMGGlA IDAENA DPR(YAWNLGVN D LL SQPD 140
BEIYGPESEGKTT ANQKINGGIREAF IDAEHALDPYY ABINLGVNDELL SQPDJGEQ 152
EIYGPESSGKTT APMQKINGGI®AF TDAEHALDRYY ALSYLGVNID L SQPDIJGEQ 139
EIYGPESSGKTT AN KINGGYfEAF IDAEHALDIgSIY ARSILGV W LL SQPD GEQ 141
EIYGPESSGKTT A KRNGGULEAF IDAEHALDIRIY ARSILGV W WLL SQPD GEQ 141
EIYGPESSGKTT APRFNQKNUGGINIAF IDAEHAGDRIY AIMLG N EL  SQPDJGEQ 148
EIYGPESSGKTT AMNQK[FY¥eAF IDAEHALDPYY AL GVNEDELL SQPDRNGEQ 156

I

NTDB id 600 KWw2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 994507 ABC765 RS02630 WP 347952854.1
NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UGAF DAEHARDPWYARISLGV]Y ELM SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \USAF DAEHARDPUYARMSLGV)Y ELM SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT UGAF DAEHAIDPNYARISLGV]Y ELM SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIENY ASLGV)Y [§ LL SQPD GEQ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

EI GPESSGKTT SQPD GEQ 139
EI GPESSGKTT SQPD GEQ 139
EIYGPESSGKTT INSAFIDAEHALDPNYAJASLGV DNLL SQPDBIGEQ 139

NLL SQPDNGEQ 139

EIYGPESSGKTT (SAFIDAEHALDPWYARMMLGV D
EIYGPESSGKTT SQPD GEQ 139
P N N oy e e N R T ey Ry i o e oy Ry ooy

*



. NS

50, v LR Sl el ALY FOCETTTC

NTDB id 600 KW2 RS01765 WP 011675413.1 G IGDSEJVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP GDHMGDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDIGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVP GDMGDSHVGLQAR 217
NTDB id 994507 ABC765 RS02630 WP 347952854.1 JERFANVIRAZ G MGD HVGLQAR 218
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR 219
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP GDMGDSIBJGLQAR 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALP GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWP GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALP GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALP GDMGDS  GL[IAR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALYP GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP MGD [WJGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR 218

consensus



(Ll AN

IR 2o e TRV Pidenl,

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF |YAInY IM GEGISGEL N| 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF [2AMAY IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF |2AAY IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPFE [2AMAY IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF [2AAY IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF |2AIY IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF |2AlaY IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF WA IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF [2AJaY IFYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF NAIRY IMYGEGIS D 292
NTDB id 994507 ABC765 RS02630 WP 347952854.1 IMBGEQLKDGT. . ... KVVKNKVAPPF |SAlAY IMYG GIS D 293
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPFEF MAIAY IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH BIKVVKNKVAPPF DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH BKVVKNKVAPPF DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 BRTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 RIGS. .. .I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IMBTGA....I.KEG KVVKNK ARPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RIGQ. .. .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
]

consensus *3% | * 1k * % B e I B B B B S EE R N * %k * kkk b1 okskxk |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1 N HK LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . . . .
269 KZH43 RS08665 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
228 SPD RS09265 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
194 SPR RS08825 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
159 SP RS09750 WP 001085462.1 K IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
527 SMSK321 RS11065 WP 001085454 .1 K IDGEEAAE. .. .SKKDE....VAQVDS..VNEEVTLDLGDELEIE
499 SM12261 RS08315 WP 078228268.1 K IDGEEIAE. .. .SKKDE....AAQVDS..VNEEVTLDLGDELEIE
453 Spy49 1753c ACI62003.1 R LEESEEESAMAVASE. .. .... E....... TDDLALDLDNGIEIE
408 SMU RS09530 WP 002262392.1 K IEEDNTEEKQSSKEK. ...... ETDEK . .ADKNLVLELDDTIELE
115 BSU 16940 NP 389576.2 Q DNNGVVQQQAEETQEELEFEE . « o\ v vt et e e e
994507 ABC765 RS02630 WP 347952854.1 K EPDASL..TAAADGENETAKNKKPQQ...ESLDVATETDDK. . . .
625 LCA RS02525 WP 011374196.1 N SDVPEEDLPTTEDEQI....NILPDD...STEE............
1313 DR RS12030 WP 010888966. 1 MAATRAGNAGEAPALAPAPAAPEAAEA . . oo oo et
1245 Cj1673c YP 002345041.1 DK/ SRCIa[HiS A BN R AR TK AMQN SMEWEGMT . . . . . SGSEDD. .EGEE. . .t ot et e
1211 C694 RS00795 WP 000963128.1 DK/ RIREBWNRA LMKGDK ABADRITLKBRESI[ESNEET . . . . . MPLPDE. .PLEEME . . . ottt eee e
1214 NCTC11637 00359 SQJ03206.1 DK N[ ALFKIEDK ABADRITLKBRES IESNEET . . . . . MPLPDE. .PLEEME. . . .o oot oot
1334 RAOC RS04870 WP 004918236.1 DT/ MR T VRELEKENEANABMEAKBIEKLQAK . . .« o oot e e e e e e e e e e e
1389 A4U84 RSO7560 WP 021112712.1  GTEReIa[cHIN TV KEAK =N |31 A DK BEQEMINTLESNPNS . . . . . VLKATASDSNDESD. .VEEFSEEEL...........
1130 NGFG RS03960 WP 003688695.1  GALGReIn[cHom\vEVEBAKIZN|30iS i A KBIALNEMEMHT . . . . . TEGTQDETDGER. ... .... PEE.............
1124 NGFG RS03960 WP 003688695.1  GALGReIa(el(vEvEBAK o N1kl S Dbl A K I A L NEMIEMHT . . . . . TEGTQDETDGER. ... .... PEE.....oovuo...
1123 0K783 RS03845 WP 003688695.1  GALGReXnlclomRyv R vEBAKIoN|3o8iS DR A K BIA L NEMEMHT . . . . . TEGTQDETDGER. ....... PEE........o....
1427 RS RS02760 WP 011000510.1 GERNERBCREBIRN AJHEARIBEN K WIEHLEMTPMG . . . . . AVTLA.EEVEED . « v vttt e e
1165 A1552VC RS01565 WP 000344154.1  GDiGREIAIcHANINC KEBRKISNEIRIA K TIBK KBIEMLLNPENM.. . . . . QLIAETSSAADDVE. .FGAVPEEF. ...........
1142 GTF74 RS11550 WP 000344154.1  GDGXeInlcHANINC KEBRKIDN|3BiA K TRBK KBIEMLLNPENM.. . . . . QLIAETSSAADDVE. .FGAVPEEF............
1022 ACIAD RS06390 WP 004925639.1  GNIGXeIaeMNINV I REBHENIZENIS TR A VIBJEQLLTKASD . . . . . QTAA.HDETEEEPD. .LL..ES.......uovu...
1074 ABD1 RS10195 WP 000344167.1  GNLGXeXn[cHNN\v I RMF SN NEEIABAER NBIEQLLTTGTN.. . . . . GAVQ.I.EDEEEPD..LL..LES.............
1205 PSJM300 05545 AFN77183.1  GSEGRela(elAINNA KESAE NG QiohoEq QEIAKLLETSAN . . . . . TKATPVAEDLADAD . . T v o ov e e e

consensus

R
Elgﬁgj5§5Lgégﬂﬁﬁ¥aEwﬁi5§§ggﬁ?géﬁxgﬁ§é

oo el v 5o

* % k% * % % * * %

e YBEEV. L PLEDELEIE

387
385
385
385
385
381
381
377
382
348
364
355
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 994507 ABC765 RS02630 WP 347952854.1 ... 364
NTDB id 625 LCA RS02525 WP 011374196.1 R 355
NTDB id 1313 DR RS12030 WP 010888966.1 C 363
NTDB id 1245 Cj1673c YP 002345041.1 . 343
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 o 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 C 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 C 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
il >50% conserved



