
logo

MMW
M
Q
E
D
K
S
A
Y
I
L
M
W
I
D
N
Q
E
R
W
K
Y
L
I
N
R
K
Q
R
E
F
H
Y
W
K
W
K
I
A
V
I
I
M
V
L
P
I
L
C
A
L
V
T
A
V
G
C
S
L
A
LA
G
I
V
L
F
I
L
T
A
V
A
G
IM
GI
F
Y
F
W
Y
L
A
H
I
L
F
Q
T
K
G
S
T
P
K
N
Q
A
N
Q
S
P
H
P
K
Q
E
K
Q
T
K
P
A
V
E
T
K
T
Q
E
A
L
T
S
V
N
P
V
L
E

Q
N
AEQVLVALSAAISVTSSKADTLSEKTSVKTSSENSKDPTVEASVTVKNFKKNQESTEAHSKNQSEANSEADEPEKTVLKNSENKQEKNDEGTLGI FMVTI

V
NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWV.PCLVLLGIIAG.GFYWHQSQQKQKVTQ....NEQLLATSASKT.KPATKKTHQAATKKKGGFV 73
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NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVC.ALIAG.GIFYIFTNSPKPAETLSVEN..LSSS..STKSSVSKFNSSSSEKNKNEIMV 72
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGL.GLLVG.GFFLLKPAPHTPVKETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDLITV 76
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGL.GLLVG.GFFLLKPAPQTPVKETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDLITV 76
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGL.GLLVG.GFFLLKPAPQTPVKETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDLITV 76
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