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LVI LIVAPLQHKNGSAQSNTGAERADNQEVAAS ILTVNPSGKNTVDHALTEQNREKQHTVFKYCFGRSTVA
NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEG.FKGIILPKQNTREAAIVNDLEVYGV 156
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTR.....................EEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGH 215
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEI 295
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