
logo MRKALGLMF
I
L

G
A
F
L
V
AAGCLALMALSLPQRFLTRLPQALAPSPFTVGWLQWPLALLALAGLLPALVACGLMLALMLAPFLWLRRGARLPRLVPVMSWAHRVPVLSAAFAFCLAFLGLFGVWSADCFLWNRSAQQSWRALSDVDVRLPA

NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 994316 AAG092 RS03630 WP 373388586.1 MRKGMFALAAGLASLPLLPALPPTWLLLALLPLALMLLPW........R....SHPVSFFLLGFVWACFSAQSALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF........R....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 994316 AAG092 RS03630 WP 373388586.1 VELDGRTLWLEGRVSGLPEVAAGVVRFQLEDAT.ARAHRLPARMRLAWYDG....................PPLLAGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 994316 AAG092 RS03630 WP 373388586.1 RLAVKLKRPRGLVNPQGFDYEAWLLAQRIGASGTVKAGERLRPAS............GPAAWRDALRQRLLAVEAF.GRA 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 994316 AAG092 RS03630 WP 373388586.1 GGLAALVLGDDSGLSRADWQVLQDTGTVHLLVISGQHVALLAALLYGLVA.......GLARLGLWP..RALPWLPWACAL 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 994316 AAG092 RS03630 WP 373388586.1 AFAGALGYGLLAGFEVPVRRACVMVALVLLWRLRFRHLGLWWPLLLAFVLVLLVEPLASLQAGFWLSFGAVAVLAWVFG. 344
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 994316 AAG092 RS03630 WP 373388586.1 ......GRLGTWSWW.......RVWWRAQWTLALGLLPLFFALGLPLSLSGPLANLLAVPWVSLLVVPLALLGTLLLPVP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSWW.......RALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 994316 AAG092 RS03630 WP 373388586.1 WLGEGLLWLAGGLLELLFQTLAWIAAMLPAWLPTAVPLWCWLLGSLGVLLCLLPAGVP...LRGFGLVMLLAVLLPPRER 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 994316 AAG092 RS03630 WP 373388586.1 IPAGQAEVWQLDVGQGLAVLVRTREHVLLYDAGPRFGDF.DLGERVVLPSLRQLGVGRLDLLLLSHADSDHAGGAGAVVR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 994316 AAG092 RS03630 WP 373388586.1 GMAVGRVLSGEAAV.......LPEALQAGACVDGASWEWDGVRFTTWRWS......AAQAGNQASCLLKVAAAGEALLLT 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 994316 AAG092 RS03630 WP 373388586.1 GDIDEAAERALMAAG..RDLRADWLQVPHHGSRSSSSGAFLDAVAPRGALLSRGWHNPFGHPHPRVVARYEARDIALHDS 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 994316 AAG092 RS03630 WP 373388586.1 AELGAIRLVLGAG..EGIAAWRERPRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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