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NTDB id 40 MW RS06080 WP 000593192.1 MIKLFLLKLY...WAHFSTKQIHQFLMAYPNVIKEE...GRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQK 74
NTDB id 994214 V6C34 RS05840 WP 334212598.1 MIKLFLLKLY...WAHFSTKQIHQFLMAYPNVIKEE...GRKKDSYLCEWVNRKENVLLLRKYYAFIKLDHNDIIKELQK 74
NTDB id 25 SA RS06185 WP 000593194.1 MIKLFLLKLY...WAHFSTKQIHQFLMAYPNVIKEE...GRKKDSYLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQK 74
NTDB id 267 KZH43 RS05590 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKV.LEYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQK 70
NTDB id 226 SPD RS05990 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKV.LEYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQK 70
NTDB id 192 SPR RS05715 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKV.LEYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQK 70
NTDB id 157 SP RS06205 WP 000705306.1 .MKITNYEIYKLKKSGLTNQQILKV.LEYGENVDQELLLGDIADISGC.....RNPAVFMERY...FQIDDAHLSKEFQK 70
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NTDB id 40 MW RS06080 WP 000593192.1 LKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGA 154
NTDB id 994214 V6C34 RS05840 WP 334212598.1 LKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGA 154
NTDB id 25 SA RS06185 WP 000593194.1 LKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGA 154
NTDB id 267 KZH43 RS05590 WP 000705306.1 F..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGI 146
NTDB id 226 SPD RS05990 WP 000705306.1 F..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGI 146
NTDB id 192 SPR RS05715 WP 000705306.1 F..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGI 146
NTDB id 157 SP RS06205 WP 000705306.1 F..PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQ.GLENELVIVSGLAKGI 146
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NTDB id 40 MW RS06080 WP 000593192.1 DAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKE 234
NTDB id 994214 V6C34 RS05840 WP 334212598.1 DAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKE 234
NTDB id 25 SA RS06185 WP 000593194.1 DAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKE 234
NTDB id 267 KZH43 RS05590 WP 000705306.1 DTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKM 226
NTDB id 226 SPD RS05990 WP 000705306.1 DTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKM 226
NTDB id 192 SPR RS05715 WP 000705306.1 DTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKM 226
NTDB id 157 SP RS06205 WP 000705306.1 DTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKM 226
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NTDB id 40 MW RS06080 WP 000593192.1 QSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 994214 V6C34 RS05840 WP 334212598.1 QSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 25 SA RS06185 WP 000593194.1 QSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 267 KZH43 RS05590 WP 000705306.1 RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 226 SPD RS05990 WP 000705306.1 RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 192 SPR RS05715 WP 000705306.1 RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 157 SP RS06205 WP 000705306.1 RSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
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