
logo ML
INRVVLVGRLTRKDVPDELRYTSPSNGVAASVAGTRTFSTLMVAVNRAQTFSTNAQNQSGDEREADF I SNCVAITWRRKSQAENFLVANFLMTRKKGSLAIVGVEDGR I

LQTGR
NTDB id 994184 AAJG31 RS13570 WP 054548816.1 MINRVVLVGRLTKDPELRYTPNGVASTRFTVAVNRAFSNQQGEREADFISCVAWRKQAENLANFMRKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!! !*!**!*!!!!!!*!! !!**!!!*!!!**!!!!*!!*!!*!!*

logo

S
NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRTNTGGSTEGAQSGPRAQSGPDQGYAGGSGQGNTFYGNENSGNNQSGNGGSPQSYFYGGGQNPDQNQSGPQFGSTSGAMPGQGSYGGDSYQQPNQ

NTDB id 994184 AAJG31 RS13570 WP 054548816.1 SYEGQDGKRVYTTDVVADSVQFLEPRNGSGAPAPQYGGQTYGNNQ....PSYGGGQPQQQFSGAMPGQGSYGGDSYQQNQ 156
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGG...............NQ 140
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTS...............PQ 138
consensus *!!*!*!*!!**!*!*******!!****** * * ** *** * * ***** ** !** *!
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NTDB id 994184 AAJG31 RS13570 WP 054548816.1 PPMNQPNYTRVDEDPFANSKGPIEVSEDDLPF 188
NTDB id 113 BSU 40900 NP 391970.1 NNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 QTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


