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NTDB id 1177 A1552VC RS01165 WP 000422572.1 R . SVADNT AR 75

NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 994170 AAJG31 RS07630 WP 279494297.1 79
NTDB id 1307 DR RS10055 WP 010888596.1 80
NTDB id 1086 NMV RS00245 WP 002218487.1 PMIRVG R 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 e SIPMIRVEBIG R 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG R IMNDIAQRE 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 e PPM R DG R IMNDIAQRE] 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e I4 SDLH SAG PPMIRVDG R IMND Q 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 e Il SDLH SAG PPMIRVDG R IMND 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e ASDLHLS G PPMIRVDG R IMND 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e E] IMASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 e ASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e @ASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG PPMIRVDG R IMND 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 . 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EXNERINAYUS/SIRRDMP P E LEILPIIM 12 AURINR G 156
NTDB id 994170 AAJG31 RS07630 WP 279494297.1 G.KCRAmARVMHRRNEVTIAARLINEEE EL IHOMLYK AP@GL LVTGPTGSGKSTTLAAM 158
NTDB id 1307 DR RS10055 WP 010888596.1 BUARFRVNAFNIQIIWNIG  VSIRIAIP gy L PAyn'am T ANMPRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1086 NMV RS00245 WP 002218487.1 N ARFRVNAFN)R&RGIY AVFRTIPS§\ 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 N ARFRVNAFNJN&RGl§ AVFRTIPS§\ 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N REFRVNAFBIQIARG®SJAVERTIP U 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 N RFRVNAFBIQIRGESJAVERTIP U 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAFNQBRGE\ AVFRTIPSI E ARGLVLVTGPTGSGKSTTLAA 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 Nl ARFRVNAFNQSRGE\ AVFRTIPSIN I AMBSRGLVLVTGPTGSGKSTTLAAY 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ARFRVNAFNQNRGENGAVFRT IPS)Y il PMPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 N ARFRVNAFNQNRGE\GAVFRT IPS)Y ISTIAPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NB ARFRVNFNQRGGAVFRTIPS I I[OPNPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 N ARFRVNAFNQWRGEGAVERT IP S|\ D IONPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQWRGEIGAVFRT IP S| D INPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQWRGEGAVEFRT IP S|\ D INPRG VLVTGPTGSGKSTTLAAM 155
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