
logo

MED
M
A
D
F
I
A
Q
G
NLKVMVIDDSKNTIRRSTAE I

T
F
LLQSQRAEGCEQVI

L
L
TAEVDGFDEALASKIATDEAHHNPDI

V
I
VFVDIMMPRLDGYQTCAL IKKNNSPQNRLYQS

NTDB id 994160 AAG895 RS16945 WP 345793147.1 ..MDIAGLKVMVIDDSNTIRRSAEIFLSQAGCQVLLAEDGFDALAKITDHHPDVIFVDIMMPRLDGYQTCALIKKNPRLS 78
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
consensus ** !!!!!!!!! !!!!*!! ! !! !* ! !!!*!! !! ***!!**!!!!!!!!!!!!!!!!!!! *

logo

N
S
I
TPVIMLSSKRDGLFDQRAKRGRMVVGSDEYLTKPFSTKDESLLKNAI

V
A
R
N
THAVASASRPAPPATEH

NTDB id 994160 AAG895 RS16945 WP 345793147.1 STPVIMLSSRDGLFDRARGRMVGSDEYLTKPFTKDSLLKAVATHAAARPAPPATEH 134
NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS......... 127
consensus !!!!!!!*!!!!! !*!!*!!!!!!!!!!!*!! !! !* ! *********

X non conserved

X similar

X ≥ 50% conserved


