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VACTNLFIRTS ILVATTSESTWRNDRKAMNTGQEQRKRVEAKVRTEWHNRVI SVTLFMF
YGRRKQLAEVIAGEQYLKRKGGSKLQVYVIL

NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 994148 AAG895 RS04850 WP 345794408.1 ..MASLNKVILIGNLGADPESRFAPSGDAICNIRLATTETWRDKNTGERREATEWHRVSFYGKLAEIAGQYLRKGSQVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGRSGRAESNQSEQGNSGDGFMAGPAGYDENQGEGMYNRGSVQNPAEGQSGQSEGSAGYWDGNQAQRAPPQAAQAPQAPTSKNQRYQNQGGPYAPSDNAYAQN
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQ..SQEAYQRPAQQSRQ...PASDA.... 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQ..SQEAYQRPAQQSRQ...PAPDA.... 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSG.GDFGGN.......QGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 994148 AAG895 RS04850 WP 345794408.1 EGSLRTRKWQDQSGQDRYTTEIRADEMK....MLGRRE.G.GDAP....MRSNEGGGGWDAPAAAPQ............. 135
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMNVPAQQGSWGQPQQPAKQ............ 147
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ...PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 994148 AAG895 RS04850 WP 345794408.1 .....RPQSQPAPQ.......SGGFGDFDDDIPF 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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