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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 994141 AAIA72 RS14325 WP 369600969.1 .MARGLNKVMLIGNLGADPEVRYTQSGAAVANLRIATDESYRDRNTGQMVPKTEWHQVVIFGKLAEIAAQYLKKGSKVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYG..QSQEAYQRPAQQSRQPAPDA....... 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYG..QSQEAYQRPAQQSRQPASDA....... 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDF.GG.......NQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 994141 AAIA72 RS14325 WP 369600969.1 EGKLQTRQWQDQSGQNRYTTEVVVD.INGSMLMLDGRGDA............TASGGDWNQPAAMPQGGAP.......QP 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGGMNVPAQQGSWGQPQQPAKQHQP.......MQ 152
consensus !!****!**!** !**!******** * !!**! ** * * * *** *********** **

logo

A
N
P
N
P
S
A
F
H
N
P
G
Q
A
G
E
N
A
A
P
Q
T
Q
R
P
P
S
A
P
Q
A
A
P
A
Q
R
R
Q
A
K
Y
Q

S
P
Q
A
A
G
P
V
G
P
Q

Y
A
E
N
A
E
A
PPAMPVMDENDI

FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEA..PAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEA..PAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 994141 AAIA72 RS14325 WP 369600969.1 APAPQAAPQPAPAQQAPAGGYAPPADDFDDDIPF 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........QSAPQQYSQPQYNEPPMDFDDDIPF 177
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