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NTDB id 1177 A1552VC RS01165 WP 000422572.1 C. .L
NTDB id 1203 PSJM300 01605 AFN76401.1 e K KT....P
NTDB id 1019 ACIAD RS04205 WP 004922051.1 e KT. . KIEDGDM@A QIS DS QR
NTDB id 99407 QMG15 RS00895 WP 281790051.1 C. GETTSHP AEA O gy M Q
NTDB id 1307 DR RS10055 WP 010888596.1
NTDB id 1086 NMV RS00245 WP 002218487.1 R
NTDB id 1116 NGFG RS10615 WP 003690200.1 R
NTDB id 1185 GTF74 RS11940 WP 000350195.1 R IMNDIAQRES
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... R IMNDIAQRE]
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e I4 SDLH SAG PPMIRVDG R IMND Q
NTDB id 1259 GC085 RS10305 WP 010947729.1 e Il SDLH SAG PPMIRVDG R IMND
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ASDLHLSAG PPMIRVDG R IMND
NTDB id 1202 PSJM300 01600 AFN76400.1 e [ASDLHLS G PPMIRVDG R IMND
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e E] IIASDLHLSAG PPMIRVDG R IMND
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 e ASDLHLSAG PPMIRVDG R IMND
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG R IMND
NTDB id 1040 HON27 RS13360 WP 000355489.1 e MASDLHLSAG PPMIRVDG R e e IMND
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NTDB id 1176 A1552VC RS01160 WP 000350195.1 . ENLDIPIAIFRINT ANNEY GLVLVTGPTGSGKSTTLAAM
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NTDB id 1081 FDQR49 RS05335 WP 006581387.1 N ARFRVNAFNQNRGE\GAVFRTIPS|Y E DITOPAEZRG VLVTGPTGSGKSTTLAAM
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1307 DR RS10055 WP 010888596.1 EDPIEF H|gYKIYS INQREV[ESDTIRSEFBIALR ALR HPD RDMETI EA TAAETGHLVNIGTLHTI

1086 NMV RS00245 WP 002218487.1 EDPIEFVHNSKKSLINQRE H[BITIRSFISJALRSALREDPD

1116 NGFG RS10615 WP 003690200.1 EDPIEFVHRSKKNLINQRE H[e}3TI® ANALHSALREDPD

1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHSIWNKCLINQREVH IYALRSALREDPD

1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHSWKCLINQREVH IMYALRSALREDPD

1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHENSKKCL NQREVH WNALRSALREDPD LA TAAETGHLVFGTLHTI

1259 GCO85 RS10305 WP 010947729.1 EDPIEFVHNSKKCL NQREVH WNALRSALREDPD LA TAAETGHLVFGTLHTN

1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIRSKKCL NQREVH BMIMALRSALREDPD LALTAAETGHLVFGTLHT

1202 PSJM300 01600 AFN76400.1 EDPIEFVHJXSKKCL NQREVH BMIMALRSALREDPD LALTAAETGHLVFGTLHT

1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINYKKCLINQREVH IMXALRSALREDPD LALTAAETGHLVFGTLHT

1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHNSKKCLINQREVH IMXALRSALREDPD LALTAAETGHLVFGTLHT

1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHNSKKCLINQREVH IMXALRSALREDPD LALTAAETGHLVFGTLHT

1040 HON27 RS13360 WP 000355489.1 EDPIEFVHWNSKKCLINQREVH IMNALRSALREDPD LALTAAETGHLVFGTLHT
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