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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 99404 QMG15 RS00215 WP 281788970.1 MTLALIHSRALLGLQAPAVTVEVHLANGLPSFTLVGLADTEVKEARERVRCAIQNAGLDFPTNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
consensus **!*** *****!* !* ***!!****!******!!!*** *!!***!***!**! ****!* **!!*!**!!*!*!***

logo

A
G
R
Y
FDLSP IA I

LG I LAANSDEGQLI IAPDERSTALANPSDTAEHNKI
LEAKLQSRNFIHYLE I

L
F
A
L
M
V
I
A
GELSALDTSGHQGE I

L
Q
R
T
P
G
I
V
R
H
S
K
A
G
A
I
V
I
L
A
P
I
M
A
G
I
A
V
I
L
R
A
L
ARESAEQSHNQGKAKSDVEFQRKNKTQRCGREHI

LVI LIVAPPQHKNGSAQSNTGAERADNQEVAAS ILTVNPSGKNTVDHALTEQNREKQHTVFKYCFGRSTVA
NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEG.FKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 99404 QMG15 RS00215 WP 281788970.1 RFDLPIALGILAANGQLDEAALALHEFAGELSLSGELRPVRGALAMGLALRSAGVRTRLVLPPGSAEEAALVPTAEVYRA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA..HKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA..HKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAA..NQVERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAA..NKKQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAA..QKSKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAA..SKAKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTRE.................EFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIIL 219
NTDB id 99404 QMG15 RS00215 WP 281788970.1 QHLSDVVAHFAKPEVKGLVAQREEATTHPVHTTEGWSRIETPTFSAPAAAHHPDLADVKGQAGPRRALEIAAAGGHSLLL 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL.....................LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILL 216
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL.....................LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILL 216
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSPSV.....................QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLF 216
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPKKK.....................ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLF 216
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIVKE.................SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLF 220
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLSQN.................IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLF 219
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAH 299
NTDB id 99404 QMG15 RS00215 WP 281788970.1 VGPPGTGKSMLAQRFAALLPDMTLDEALESAAIASLAGR.FEL.NQWMQRPTRSPHHTATSVALVGGGTPPRPGEISLAH 318
NTDB id 1271 LPP RS03220 WP 011213198.1 SGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAH 295
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAH 295
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAH 295
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAH 295
NTDB id 1349 HI 1117 AAC22771.1 LGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLAT 299
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAH 298
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLS 378
NTDB id 99404 QMG15 RS00215 WP 281788970.1 NGVLFLDELAEVKRSALEALREPLENGHITISRAATQAKFPARFQLISAMNPCPCGYLGSPLKACRCTPDQVARYQGKLS 398
NTDB id 1271 LPP RS03220 WP 011213198.1 HGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLS 375
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLS 375
NTDB id 1153 A1552VC RS00115 WP 000521788.1 NGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLS 373
NTDB id 1397 DSB67 RS15690 WP 005535577.1 NGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLS 373
NTDB id 1349 HI 1117 AAC22771.1 NGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLS 377
NTDB id 1387 A4U84 RS06900 WP 020457569.1 NGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLS 376
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GPLLDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLI 456
NTDB id 99404 QMG15 RS00215 WP 281788970.1 GPLLDRIDLQVEVPTLATEVLMQS..GTGESTATVRARCLVAHAKALVRQG....APNHGLQGQALETHMHLDAAAATFL 472
NTDB id 1271 LPP RS03220 WP 011213198.1 APLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFL 451
NTDB id 1248 GCO85 RS03150 WP 011213198.1 APLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFL 451
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFL 448
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFL 448
NTDB id 1349 HI 1117 AAC22771.1 GPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFL 452
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFL 452
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 99404 QMG15 RS00215 WP 281788970.1 QNAASKLGWSSRSTHRALRVARTIADLADSTSVQVAHVAEALQYRRVLVNH........ 523
NTDB id 1271 LPP RS03220 WP 011213198.1 REVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 REVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 EKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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