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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGE.FCQYDKTALKQMGWNERQIQRWFNPEHK.....WIDQALQWA 69
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNE.LLNYDDVAFRQMGWGAIQIRRWFKPEAK.....FIEPALVWS 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLN.LM.F...QLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQ.LQSFTPKQWLACGLKPEQLVFLTTQAAK.....QAEQCLQWR 71
NTDB id 99397 QMG88 RS18280 WP 281828048.1 ...MTNNELRAWLTLSFTPQLGGQSLTRLLAIDSPVN.ILSSGPERWQAIGLKPKQIAYLQAQSHP.....EVDESLEWE 71
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSN.IVQYSTEQLQLLGLTAKQLQAW.SQVDK.....EVDACLTWV 73
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1089 NMB RS00600 WP 002224767.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1122 OK783 RS09595 WP 003705341.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1120 NGFG RS10355 WP 020997408.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1361 HI 0985 AAC22646.1 QK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLAL 149
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLAL 150
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
NTDB id 99397 QMG88 RS18280 WP 281828048.1 AVSDSHHILTLLDTDYPPLLKEVPSPPTALFVKGDVSSLSAPQIAMVGSRNASIEGLQTAKAFAKDLSGNGLVVTSGLAL 151
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1089 NMB RS00600 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1122 OK783 RS09595 WP 003705341.1 GIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1120 NGFG RS10355 WP 020997408.1 GIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 1361 HI 0985 AAC22646.1 GIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVE 229
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIE 229
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVE 230
NTDB id 99397 QMG88 RS18280 WP 281828048.1 GVDGYAHDGALEGGGKTVAVLGSGLECIYPARHRKLAARVVE.QGALVSEFRPNTKPRPEHFPRRNRIISGLSVGVFVVE 230
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASS.YSIN.KGIPEK 313
NTDB id 1089 NMB RS00600 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASS.YSIN.KGIPEK 313
NTDB id 1122 OK783 RS09595 WP 003705341.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASS.YSIN.KDTPDT 313
NTDB id 1120 NGFG RS10355 WP 020997408.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASS.YSIN.KDTPDT 313
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSL.FDTKP.... 303
NTDB id 1361 HI 0985 AAC22646.1 ATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQTEIDFDQIAVP.. 305
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQF................ 293
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWS.......LS....... 296
NTDB id 99397 QMG88 RS18280 WP 281828048.1 AAERSGSLITARYAAEQGRDVFALPGSIHNPNARGGNALIKSGACLVQSSQDILQEVENLVSWS.......FS....... 296
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWS.......IN....... 298
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 RITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQ 393
NTDB id 1089 NMB RS00600 WP 002224767.1 RITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQ 393
NTDB id 1122 OK783 RS09595 WP 003705341.1 GRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQ 391
NTDB id 1120 NGFG RS10355 WP 020997408.1 GRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQ 391
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .........KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVI 374
NTDB id 1361 HI 0985 AAC22646.1 .........NYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKR 372
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ............TSNKPIFSLASGKE.....NLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIR 356
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .........EQVPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIR 367
NTDB id 99397 QMG88 RS18280 WP 281828048.1 .........QQ....TSIFSEEAEQEELPFPELMANVGIEATPVDILAERTHIPVHEVMMQLLELELSGHIVAVPGGYIR 363
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .........QS....LDLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIR 365
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 RIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 RIRT. 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 RIRT. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 RIRT. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 T.... 375
NTDB id 1361 HI 0985 AAC22646.1 V.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 CEYER 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 KGRG. 371
NTDB id 99397 QMG88 RS18280 WP 281828048.1 KGRG. 367
NTDB id 1399 DSB67 RS15600 WP 010645755.1 KGRG. 369
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