logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313

993918 AAI421 RS09865 WP 006948259.1

600
269
228
194
159
499
527
408
453
115
625
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1205
1074
1022

consensus

DR RS12030 WP 010888966.1

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
OK783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1

ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1

MATK...KKTNFDDITKKYGA

K. KKK&EEI%KKFDEE%%KAL@’SAMKB

.MSKD....ATKEISAPTDAK

.MAK. . .KPKKLEEISKKFGA
.MAK. . .KPKKLEEISKKFGA
.MAK. . .KPKKLEEISKKFGA
.MAK. . .KPKKLEEISKKFGA
.MAK...KPKKLDEISKKFGA
.MAK. . .KPKKLDEISKKFGA
.MAK...RIKKTEEITKKFGD
.MAK. . .KLKKNEEITKKFGD

MRLG

MRLG

IMRLG

IMRLG

IMRLG

IMRLG

IMRLG

IMRLG

I\ MRLG

MRLG

IM LG

IMR G

IMRLG

AR VIANE

I T KWFGKGH WRLG
IEKNFGKG IM

IEKEFGKGAIM
IEKEFGKGI\IM
IEKEFGKGHIIM
IEKNFGKG IM

IEKWNFGKG IMRLG

IEKNFGKG IMRLG

IEK@NFGKGA MR G

MRLG
ok b sskx

EKBF KN;LBI-DBE 08

AAANARNARNI TP DTH DI D=

0
>

nwnnnnnnnnniksln BNE]lN N 0 0 n n n n e K

GSL

* 1%

R

LD
LD

RN




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1
993918 AAI421 RS09865 WP 006948259.1
600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1074 ABD1 RS10195 WP 000344167.1
1022 ACIAD RS06390 WP 004925639.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

YGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

FPEINEIINE

* % | | * I x

L0 ATl o IR e e ) BT

ANQKING GRR®AF TDAEHALDPY{Y ARYNL G VNWDELL
ARNQMAGGENAF IDAEHALDPIAY ARSAL.GV gyDRALL
AINUQKISGGIAAF IDAEALDPIY AIJALGVN DELL
AN QKEGGHINAF IDAEHALDPRRY AINALGVN DELL
ANQxRGCINAFIDAEHALDPRY AINALGVN DELL
ANQKEGGINAFIDAEHALDPRY AINALGVN DELL
ANQKHGGINAF IDAEHALDPAY AINALGVN DELL
ANQKRGGINAFIDAEHALDPIRY AINALGVN DELL
ANQKGGINAF IDAEHALDPRY AINALGVN DELL
ANQxNGCINAF IDAEHALDPRY AINALGVN DELL
APNQKRGGINAFIDAEHALDPRY AINALGVN DELL
AR QFNGGMINAF IDAEHALDP|Y AMMLGVN ELL
ARYQKNGGA IDAEA DPYANALGVN D LL
APQKINGGI8AF IDAEHALDJRSY ALSYL.GVNED L[
AAYQKING GULEAF IDAEHALDYgSIY AKSILGYV W LL
AI® O KNIGGYRSAF IDAEHALD\gRIY ASILGV | NLL
APYAQKNGGINNAF IDAEHARDISIY AINYLG N EL
AMNQKOFYeAF IDAEHALDPYYY AL G VNEDELL
\[{AF DAEHADPYYAISILGVE ELN
V[§AF DAEHAIFDPYY AISLGVES ELN
U[§AF DAEHAIFDPYY AISILGVES ELN
e AFIDAEHALDRYY ANULGVES B LL
[4¥eAFIDAEHALDP\JY ARS4LGVN DELL
§¥¢AFIDAEHALDP|JY ARS4LGVN DELL
DL
WeAFIDAEHALDPRYARYSLGV DLL
WeAFIDAEHALDPWYARYSLGV DRNLL
PT st be T T hsrkrx]

*x 11

SQPDNGEQALEIIY ML

SQPD GEQALEIN WL

SQPDHGEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

QPD GEQ

SQPD

SQPD

SQPDGEQALEI)

SQPD GEQALEI

SQPD GEQALEIM

SQPDYGEQALEIN

SQPDNGEQALETI®

SQPD GEQALEI®

SQPD GEQALEI[S

SQPD GEQALEI®

SQPD GEQALEIN

SQPD GEQALEI[® v

SQPD GEQALEI® v

SQPD GEQALEI

SQPDYGEQALEIN v
\
*

SQPDRIGEQALEIN
NI

ADELVBS AVDLV\/

154
144
156
155
155
155
155
155
155
155
155
140
142
141
143
143
150
158
142
142
142
150
141
141
141
141
141



- NS

50, VLR Sl IR ETT S

NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDS|REGLQAR . 233
NTDB id 993918 AAI421 RS09865 WP 006948259.1 |MEANVIRAZ G MGDSHVGLQAR . 223
NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALVP G MGDSEVGLQAR . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR N . 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDIGDSHVGLQAR . 234
NTDB id 159 SP RS09750 WP 001085462.1 GDHMGDSHVGLQAR . 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDMGDSHVGLQAR . 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VDSVAALVP GDHMGDSHVGLQAR . 234
NTDB id 408 SMU RS09530 WP 002262392.1 VDSVAALVP GDMGDSHVGLQAR . 234
NTDB id 453 Spy49 1753c ACI62003.1 VDSVAALVP GDI§\GDSHVGLQAR . 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 221
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 229
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVP MGD [WEGLQAR . 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VDSVAALP MGDSH GLQAR . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 T3 MGDSH GLQAR . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 220

consensus FULLTE s bk b D D ok DU DDk d Dok Dk b ) Dok % ko k% - LDDERl dxb L L DLkl LD TE1TLexl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313

993918 AAI421 RS09865 WP 006948259.1

600
269
228
194
159
499
527
408
453
115
625
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1205
1074
1022

consensus

DR RS12030 WP 010888966.1

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1

=== l-cl-cR=vJi=v == ===l =vy=c ==} -~

DAL NS

GSTKIEEGS.
GNTQIKGTG.
HGNTQIKGTG.
GNTQIKGTG .
GNTQIKGTG.
IGSTQIKGTG.
GSTQIKGTG.
HGNTQIKGTG.
GTTQIKGTG.

.L.KQNEQH

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

SLSDTGKIKDKSGEV
CGV..
TGS....
TGS. ...
TGS. ...
IGS. ...
TGA. ...

EI
EV
EV
EV
EV
EV

e ETNNA Feeheral )

KI\VKNKVAEPF
KVVKNKV PPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARPF

KVVKNKVAPPF
KVVKNK APPF
KVVKNK APPF
YRR

L f—e

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS
M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

Dl Al s

VEQGFRINS[EGSUNERYEGD

SDLPERIKINACTNNEN(KDE
SDLDESIKINA[CTNNEN(KDE
SDLPESIKINA[CTNNEN(KDE
SDLDPEARIKINA[CTANEN(KDE
SDLDESIKINA[CTANEN(KDE
SDLPERIKINA[CTNNEN(KDE
SDLGERIQIMACYANENNGE

(NKMIG WY S Yoy

EANGEFIKISS[€ASND G T
WD I TINKMIGAW Y S YIgey:s
VKNDREREINIYS EVNNENN G A
WD I IINKMIGAW Y S Y)gey:y

krk 1 Lk

309
298
314
313
313
313
313
313
313
313
313
294
296
296
298
298
309
312
296
296
296
304
295
295
295
295
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

N Q éENAKKXL EN B D J_QK BE bR B SeofboefPee o PR en  unEEv. L DLEDELEIEL

1313 DR RS12030 WP 010888966.1 = [RENCla[e3ORKT I AMRAIYRIGIME Q)IRDRMMAATRAGNAGEAPALAPAP. . ... .. AAPEAAEA. . ....... ... .. .. ...
993918 AAI421 RS09865 WP 006948259.1 GADVTAEPADEPADF . . . .o
600 KW2 RS01765 WP 011675413.1 LDDSEVAETEEETTASKT . KAKAKKEEKAVETEEIELELED. ... ..
269 KZH43 RS08665 WP 001085462.1 IDGEEVSEQDTENKKRE. . . .. PKKEEA..VNEEVPLDLGDELEIEI
228 SPD RS09265 WP 001085462.1 IDGEEVSEQDTENKKBE. . . .. PKKEEA..VNEEVPLDLGDELEIEI
194 SPR RS08825 WP 001085462.1 IDGEEVSEQDTENKKRE. . . .. PKKEEA. .VNEEVPLDLGDELEIEI
159 SP RS09750 WP 001085462.1 IDGEEVSEQDTENKKRE. . . .. PKKEEA..VNEEVPLDLGDELEIETI
499 SM12261 RS08315 WP 078228268.1 IDGEEIAES... .KKBE. .. .. AAQVDS. .VNEEVTLDLGDELEIEI
527 SMSK321 RS11065 WP 001085454.1 IDGEEAAES. .. .KKBE. .. .. VAQVDS. .VNEEVTLDLGDELEIEI
408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK........ ETDEK. .ADKNLVLELDDTIELED
453 Spy49 1753c ACI62003.1 LEESEEESAMAVASE........ E....... TDDLALDLDNGIEIED
115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL. .EFE.E. ...« i e
625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI..NILPDDST..... EE.............
1245 Cj1673c YP 002345041.1 EGMISGSEDDE. .GEB. . . . ... ... i i
1211 C694 RS00795 WP 000963128.1 ESIESNEEIMPLPDEP. .LEBME. . . . ... ... i
1214 NCTC11637 00359 SQJ03206.1 ESISNEEIMPLPDEP. .LEEME. .. ... ... .. .. i
1334 RAOC RS04870 WP 004918236.1 = |GECNCGRBTVEELBKBINANEABRMEEAKIAEKLQAK . . . . . o e e i e
1389 A4U84 RSO07560 WP 021112712.1 i N TLESNPNSVLKATASDSNDESDVEEFSE. . ... ... EEL............
1130 NGFG RS03960 WP 003688695.1 IMALNEMEMHITEGTQDET. . .. .. DGERPE........ E..............
1124 NGFG RS03960 WP 003688695.1 MALNEMEMHITEGTQDET. ... .. DGERPE........ E..............
1123 0K783 RS03845 WP 003688695.1 IMALNEMEMHITEGTQDET. . .. .. DGERPE........ E..............
1427 RS RS02760 WP 011000510.1 HEHLEMTPMGAVTLA.EEVEEB. . . . . . . oo
1165 A1552VC RS01565 WP 000344154.1 IMEMLLNPENMQLIAETSSAADBVEFGAVPE. ....... EF.............
1142 GTF74 RS11550 WP 000344154.1 IMEMLLNPENMQLIAETSSAADBVEFGAVPE. .. ..... EF.............
1205 PSJM300 05545 AFN77183.1 JHAKLLETSANTKATPVAEDLABIAD . .T. ..ottt ettt e
1074 ABD1 RS10195 WP 000344167.1 IMEQLLTTGTNGAVQ.I.EDEEEPD. .LLLE........ S

1022 ACIAD RS06390 WP 004925639.1 IMEQLLTKASDQTAA.HDETEEEPD. .LLES. ... ... ...

* % % kxkkx X * * % *

363
346
387
386
386
386
386
382
382
383
378
348
355
343
347
347
343
372
348
348
348
352
354
354
347
349
349



logo

EE
NTDB id 1313 DR RS12030 WP 010888966.1 . 363
NTDB id 993918 AAI421 RS09865 WP 006948259.1 .. 346
NTDB id 600 KW2 RS01765 WP 011675413.1 .. 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 EE 388
NTDB id 228 SPD RS09265 WP 001085462.1 EE 388
NTDB id 194 SPR RS08825 WP 001085462.1 EE 388
NTDB id 159 SP RS09750 WP 001085462.1 EE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 EE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EE 384

NTDB id 408 SMU RS09530 WP 002262392.1 .. 383
NTDB id 453 Spy49 1753c ACI62003.1 .. 378
NTDB id 115 BSU 16940 NP 389576.2 .. 348
NTDB id 625 LCA RS02525 WP 011374196.1 .. 355
NTDB id 1245 Cj1673c YP 002345041.1 .. 343
NTDB id 1211 C694 RS00795 WP 000963128.1 .. 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 .. 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 .. 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 .. 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 - 348
NTDB id 1427 RS RS02760 WP 011000510.1 .. 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .. 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .. 354
NTDB id 1205 PSJM300 05545 AFN77183.1 .. 347
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .. 349
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .. 349
consensus

X non conserved
B similar
il >50% conserved



