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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 993844 AAEQ75 RS03135 WP 343350864.1 ..MNRQRALIVDDEPDIRELLEITLGRMKLDTRSARNVKEAREWLAREPFDLCLTDMRLPDGTGLDLVQHIQQRHPQVPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 993844 AAEQ75 RS03135 WP 343350864.1 AMITAYGSLDTAINSLKAGAFDFLTKPVDLGRLRELVATALRIRAPE....GEETPVDSRLLGDSPPMKSLRKQILKLSR 154
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE....AEEAPVDNRLLGESPPMRALRNQIGKLAR 154
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VNCAGAIPKTSDEL IMESEFLFGHVKKGASFTGAATIQTEEDRKQGALAIFELQSAADHNSGGSTLFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 993844 AAEQ75 RS03135 WP 343350864.1 SQAPVYISGESGSGKELVARLIHEQGPRIEQPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAANGGTLFLD 234
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 993844 AAEQ75 RS03135 WP 343350864.1 EVADLPLPMQVKLLRAIQEKAVRAVGGQQEVVVDVRILCATHKDLAAEVAAGRFRQDLYYRLNVIELRVPPLRERREDIA 314
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPLA 391
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAP..LRANISN..PFA 395
NTDB id 993844 AAEQ75 RS03135 WP 343350864.1 QLADVMLARLADGTGLAAAKLHPDALEKLKSYRFPGNVRELENMLERAYTLCEDDQITPSDLRLAD..ASGPSN...... 386
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD..APGASQ...... 386
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 HENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPST.IY..RKLQTWNEKVKEKEKER............. 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SAAQS.IQ....TTVAAPQA......VKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFG 464
NTDB id 993844 AAEQ75 RS03135 WP 343350864.1 ................EGGE......ASLAQIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLG 444
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ................EG.A......ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLG 443
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......... 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LDTETEQEV 473
NTDB id 993844 AAEQ75 RS03135 WP 343350864.1 ID....... 446
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ID....... 445
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