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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 MRTGMLALALGLLTLRFLPSLPPSWLLLVA..VCAALALLF......SRL....YPLGFFLLGLAWACSSAQSALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLAL..APVGLLLLP......FRW....RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 PPLDGRTLWLEGRVVGLPEVADGVVRFQFEEAHS.RRAELPKRMRLAWYGG....................PPVQGGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 RLAVNLKRPHGLVNPQSFDYEAWLLAQRIGATGTIKSGERLSPA............TGFGSWRDSLRQHLLAVP.AFGRE 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVE.AHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 GAIAALVLGDGSGLSTSDWRLLQHTGTVHLMVISGQHIALLAGFLYGLVALLARVGAW.........PRRWPWLPCACAL 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIW.........PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 ALSGALVYGMLAGFEVPVRRACVMVALVLLWRMRFRHLGAWWPLLLALIVVLLLEPLASLQPGFWLSFSAVAILALVFG. 344
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 ......GRL.......GVWGWWRGLTRAQWTMAIGLLPMMLILGLPVSSSGPLANLVAVPWVGLVVVPLALLGTLLLPVP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 VIGESLLWLAGGALYLLFELLSVIAAWLPAWLPSNLPLWAWLLAVAGALLLLLPAGVP...LRLPGLALLLPALLLPPKQ 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 LDDGRADVWVLDVGQGLAVLVRTREHSLLYDAGPRFGDF.DTGERIVLPSLRAMNLRRLDLMLLSHADNDHAGGAAAIKA 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 GMPVSRIISGEPHR.....L..ARTLGAEDCESGQRWQWNDVTFRLWQW......DQAVSGNQRSCVLQIEAAGERLLLT 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.....L..PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 GDIDVRAERALMQADFP..LASRWLLAPHHGSRTSSSQAFIDAVGAQHVLITRSRHNAFGHPHPQVLARYQAAGVEVHDT 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 993840 AAEQ75 RS00205 WP 343350511.1 ALRGALHLRLGEQ.VA.PRGLRSEPRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAF.GG.ARRMRDEPRFWREK................. 741
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