
logo MWELVKAGGWI
MMLP I I LCS IAAALGI IVAVERLWTLRPASRVTPAPHNLLAGQVWKRWIKDKKQLNSNQKLKELRAEDSPLGEQI LAAGLAN

NTDB id 993839 AAEQ75 RS00200 WP 017677620.1 MWELVKAGGWMMLPIILCSIAAAGIVAERLWTLRPARVTPANLLAQVWRWIKDKKLNNQKLKELREDSPLGQILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!!!!!!*!!!!!!!!!!! !!* !!!!!!!! !!!!**!!*!!!*!!!!! ! !!!!!!!! !!!!! !!!!!!!!

logo SKHRGRE IMKEC I EEAAARVI
VHDELERYLNALGTIAGIAPLLGLLGTVLGMIE I FSASFMGSGMANAPLMLAGGI SKAL ITTAA

NTDB id 993839 AAEQ75 RS00200 WP 017677620.1 SKHGREIMKECIEEAAARVIHELERYLNALGTIAGIAPLLGLLGTVLGMIEIFSSFMGSGMANAPMLAGGISKALITTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !!*!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!

logo GLMVAGIPALFFHRFYLLQRRVDELVVGMEQEAIKLVEMVVQGDRDVDLGEGKA
NTDB id 993839 AAEQ75 RS00200 WP 017677620.1 GLMVAIPALFFHRYLQRRVDELVVGMEQEAIKLVEMVQGDRDVDLGEGKA 210
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA 210
consensus !!!!*!!!!!!!!*! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!
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