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NTDB id 993818 TPELB RS17485 WP 343339569.1 MGGPAMNGPVEKAKDFKGTMRTLMSYLAKYKLSIIIVFIFAIGSVTFSVIGPKILGKATTEIFNGLVGKVSGEGSGIDFE 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK.......IDLD 62
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NTDB id 993818 TPELB RS17485 WP 343339569.1 AIKRILIVLVILYIVSAIFSFVQGYVMSGISQKVAYNLRDELVKKINRLPMKYFDTRTHGEVLSRFTNDIDTLAMSLNQS 160
NTDB id 370 SMU RS04260 WP 002263294.1 KIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQS 142
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NTDB id 993818 TPELB RS17485 WP 343339569.1 LTQIITSVTTLVGVLIMMLTISVLMTVSALVVIPISLFIISFVIKKSQKYFKSQQEYLGNVNGQVEELYGGHTVVQAFNG 240
NTDB id 370 SMU RS04260 WP 002263294.1 LVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNA 222
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NTDB id 993818 TPELB RS17485 WP 343339569.1 EEESIKEFNKINNKLYDSAWRAQFLSSIMQPIMMFVGNLSYVVVSILGGYLVIKNRIEVGDIQSFIQYVRSFNQPIAQMA 320
NTDB id 370 SMU RS04260 WP 002263294.1 IQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIA 302
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NTDB id 993818 TPELB RS17485 WP 343339569.1 QISNQLQSTAAAAERVFEFLNEEEDVTVE.NPVSIEGLEGRIDFENVKFGYDKDRTIIKDFTAHVKPGQKVALVGPTGAG 399
NTDB id 370 SMU RS04260 WP 002263294.1 QGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAG 382
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NTDB id 993818 TPELB RS17485 WP 343339569.1 KSTMIKLLMRFYDVNSGAILVDGHNVKDFNRGELRELFGMVLQDTWLFSGSIKENIRYGRLNASDDEVINAAKAAHVHHF 479
NTDB id 370 SMU RS04260 WP 002263294.1 KTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHF 462
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NTDB id 993818 TPELB RS17485 WP 343339569.1 IKTLPDGYNMLLNEESSNISQGQKQLLTIARAILADPKILILDEATSSVDTRTELLIQKAMDNLMEGRTSFVIAHRLSTI 559
NTDB id 370 SMU RS04260 WP 002263294.1 IKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTI 541
consensus !!!!! !! *! **! *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!!*!!!*!!!!!!!!!!!!!!!!!
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NTDB id 993818 TPELB RS17485 WP 343339569.1 RNADLILVINDGDIVEQGNHEELLAKDGFYANLYNSQFENKEAM 603
NTDB id 370 SMU RS04260 WP 002263294.1 RNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!!!!!* !! !*!!! !* !*! !!!! !!!!!! !*
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