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NTDB id 993814 TPELB RS12000 WP 343337364.1 MLKILKYLTKKDWMFVLCSFLFVVVQVYLDLRLPDYMSEITRLVQTPNSEMREILSAGGYMLLYAFGSLIAAFIVGYFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
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NTDB id 993814 TPELB RS12000 WP 343337364.1 QIASNLSWKLRSSVYDKIEGFSMAEINKFSTPSLITRSTNDITQIQNIVAMGLQLIIKAPITAVWAVCKILDKGWQWSSA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! * *!!! ** ** *! !!! !!! !!!*!!*!!!*!!*! ** !!*!** **!! !!!!**!! ! !* !
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NTDB id 993814 TPELB RS12000 WP 343337364.1 TGGAILVLVLIILVIMIFALPRFKKIQKLTDRLNLVTRENLTGMRVVRAYNAENYQNSKFENVNEEITNNNLVINRVMSI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 993814 TPELB RS12000 WP 343337364.1 LQPGMMFVLNGLTLAIYWIGAYLINDAN............IMDKMNLFSDMIVFSSYSMQVIMAFMMLTMIFIMMPRASV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
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NTDB id 993814 TPELB RS12000 WP 343337364.1 SAKRILEVLNTKESIVDGDGKFEKTSKTGEIEFKNVSFKYPDSEGSDYVLRDINFTAKMGETVAIIGSTGSGKTSLINLI 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKN..SRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLI 398
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NTDB id 993814 TPELB RS12000 WP 343337364.1 PRFYDVTEGEVLVNGVNVKKYKQKELNNLLGYVHQKAVLFSGDITSNVAYGNNGKENYSELDVKRAVKIAQGTEFVENME 468
NTDB id 369 SMU RS04255 WP 002263293.1 PRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKE 478
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NTDB id 993814 TPELB RS12000 WP 343337364.1 NTYNASISQGGSNVSGGQKQRLSIARAICKKAEIYIFDDSFSALDYKTDRKLRSVLKHEISNTTNLIVAQRIGTIIDADK 548
NTDB id 369 SMU RS04255 WP 002263293.1 KGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADH 558
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NTDB id 993814 TPELB RS12000 WP 343337364.1 IIVLDEGQIAGMGTHHELMKKCRVYQEIAYSQLSKEELANA. 589
NTDB id 369 SMU RS04255 WP 002263293.1 ILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
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