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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGSSVFT 80
NTDB id 993558 AAHN93 RS11355 WP 343292555.1 ......MKASLQKGFTLIELMIVVAIIGILAAVALPAYQDYTVRARVTEGLSLAGAAKTTIAENASNGTPFA.QGYAGTA 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALV.AGTPSTA 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALP.ATQAATG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALP.ATQAATG 70
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NTDB id 1109 OK783 RS10670 WP 157147416.1 ASASTIKGK.............YVQKV.....EVAKGVVTAQMAST....GVNK....EIQDKKLSLWAKRQDGSVKWFC 127
NTDB id 1424 RS RS02795 WP 011000517.1 PT.K..................NVANLTIAGTGTVPGQITVTYTTAA.GGG..TLALVPTAAGTALPVSSAPSGPIMWTC 138
NTDB id 993558 AAHN93 RS11355 WP 343292555.1 PT.RSVTGNTGAGTATAAVTTPGASGVNI...DPTTGEITIEYQPNVAAAGANVLTIAPSSNGAALVAGTPPLTSIRWDC 149
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GS.SCVG....VQEISASNATTNVATATC..GASSAGQIIVTMDTTKAKGANIT..LTPT..........YASGAVTWKC 132
NTDB id 1274 LPP RS09530 WP 011214168.1 YV..............SPAATPNVASIAI..GA..NGVITITY.TAAAGGGTIV..MTPT.........LQANGDVTWTC 120
NTDB id 1258 GCO85 RS09745 WP 014844212.1 YV..............SPAATPNVQSIAI..GA..NGVITITY.TAAAGGGTII..MTPT.........LQANGDVTWTC 120
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NTDB id 1109 OK783 RS10670 WP 157147416.1 GQPVTRTGDNDDTVADANNAIDTKHLPSTCRDESSAT 164
NTDB id 1424 RS RS02795 WP 011000517.1 YAQNKAQAA.SSVAPSGTMSLAAKYAPAECR...... 168
NTDB id 993558 AAHN93 RS11355 WP 343292555.1 YAAGVPARA.GGVGPTFAPTLLAKYAPAECR...... 179
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TT................TS.DKKYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 TG................GTLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TG................GTLLAKYRPASCRP..... 136
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