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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 99348 QMG91 RS16855 WP 004405331.1 MGRSLVVGIDFGHHSIKAVAMKPIGELMQLVGYNELTVPEDIFSENHTLDYQKIVKKLKELKKGLPLFSQQVAVSVPDKA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMRG.NDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 99348 QMG91 RS16855 WP 004405331.1 VISKVLQIEQDMDGREQEFAVHQAFGQQSPIPLEELSLDFFEVDQKVTTRSTTSTFQVYATRKEVVDSRVAALTKAGLKP 160
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPLV..DDAQVATE 237
NTDB id 99348 QMG91 RS16855 WP 004405331.1 LTVDVHANSLLKVWRLASQVHPERRQWMLVDIGLNQTSLCTVAAGRTPFYKEVPFGTQNVAQSQEVSESIS.LSSDSLTQ 239
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAY.RRPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLLHDPTQ 239
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 QFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQHFT 317
NTDB id 99348 QMG91 RS16855 WP 004405331.1 GFVRELGEKLQRHISLYNSVNPQQNVDGIWLSGGGANLVGIADMLSSELSLEVAQLNPFGLVENGTKKSIKQLSDSAAYG 319
NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQRFS 319
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 AAAGLAVRGIQWLGGDNAVSH 338
NTDB id 99348 QMG91 RS16855 WP 004405331.1 VAMGLAISGVEWLKGNHHA.. 338
NTDB id 1171 A1552VC RS12125 WP 000520444.1 TAAGLALRGLAWLESEHVA.. 338
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