
logo MGAEFLVGRSGSGKTKL I IDNS IQDELRRANPFGKP I I FLVPDQMTFLMEYELAKTPDGI
MGGMIRAQVFSFSRLAWRVLQHTG

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 MGAEFLVGRSGSGKTKLIIDSIQDELRRNPFGKPIIFLVPDQMTFLMEYELAKTPGIGGMIRAQVFSFSRLAWRVLQHTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!

logo GMNSRPFLVTSTGI
VQMLLRKL I EEHKQEFKVYQKASDKSGFTAEQVERMLTEFKRYCLEPEDIRRMAI ESGTASTDEYRGERVLSTDE

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 GMNRPFVTSTGIQMLLRKLIEEHKQEFKVYQKASDKSGFTEQVERMLTEFKRYCLEPEDIRRMIESGTATDYRGERVLTD 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus !! !!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!**!!!!!!!**

logo KLHDLSYI LYQQMEKSLAEDNQYLHSEDYLTLLAEHQIPLYAEDI
LKGAHI

VYVDGFYQFTPQEFRVLETQLMAVHQAEHI
VTFSLTADKP

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 KLHDLYILYQQMEKSLENQYLHSEDYLTLLAEQIPYAEDLKGAHVYVDGFYQFTPQEFRVLTQLMAQAEHVTFSLTADKP 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!! !!!!!!!!!! !!!!!!!!!!!!!!*!! !!!*!!!!*!!!!!!!!!!!!!!!! !!! *!!!*!!!!!!!!!

logo SHYEVQRAEPDHELDELFRMTGKTYYQRLHQAKAKSELHNLDITNYKRELSTEGTEKRHYQTKQTPELAHLEAMQYDEARPAI
VPFYALEKQEAFLTVMQAANR

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 SHVQAPDELDLFRMTGKTYYQLHQAASELHLDITNRELTETKRYQQTPELAHLEAMYDARPAVPFLEKQEAFTVMQAANR 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus !* !*!!*!!!!!!!!!! !!! ! !!*!!!! *!!* ! !* !!!!!!!!! !*!!!!*!* !!!!! !!!!!!!!

logo RATELEGIARE IHALVRDEKGLYRYKDMVAI LARQLPEDYKDMVKEVFADYE IPYF IDGKASMLNHPL IVEF IRSSLDVI
LKGNWRY

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 RTELEGIAREIHALVRDKGLRYKDMAILARQLEDYKDMVKEVFADYEIPYFIDGKASMLNHPLVEFIRSSLDVIKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus ! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!

logo EAVFRCVKTELLFPLDNERPKANI
K
I
VREQVDQLENYC IAYGIKGDRWTKRGDRFQVYRRFVSLDDDFAQTDQE I EMENMLNDTKRDW

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 EAVFRCVKTELLFPLDRPKNIIREQVDQLENYCIAYGIKGDRWTRGDRFVYRRFVSLDDDFAQTDQEIEMENMLNDTKDW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!!!!!!!!!! !! *!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo IVPPLFQRLQKRMKKQAKTVQDEKMAEALYLRYLEETDI
VPLKLDQERQRAEDEDGR I I EAQQHNQQAWDAVIQLLEEFVEMMGDEDE I

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 IVPPLFRLQKRMKQAKTVQDMAEALYLYLEETDIPLKLDQERQRAEEDGRIIEAQQHNQAWDAVIQLLEEFVEMMGEDEI 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus !!!!!! !!!!!! !!!!!* !!!!! !!!!!!*!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!



logo SLDSLFQQMI
MEATGAESLKTFASL IPPALDQVFVGNMDLSRMYGTRSCTFVI

LGANDGVLPARPDEDEDNGVLSDDDREWLKTIGVELS
NTDB id 993436 AAHT65 RS12600 WP 343310305.1 SLSLFQQMMETGAESLKFALIPPALDQVFVGNMDLSRMYGTRCTFVIGANDGVLPARPEDDGVLSDDDREWLKTIGVELS 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus !! !!!!!*! !!!!! ! !!!!!!!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!** !!!!!!!!!!!!!!!!!!!

logo SGGRERLLDEHFL IYMAFLSSPSDRLYVSYP IADAEGKTLLPS IMI
LVKRLETELFPEHHKQERLLTNEPEQVSDCEEQLLMYLVVNKS

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 SGGRERLLDEHFLIYMALSSPSDRLYVSYPIADAEGKTLLPSILVKRLTELFPEHQERLLTNEPEQVSDCEQLLYLVNKS 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!**!!!! !!!!*! !!!!!!!!!!!!!*!!!*!*!!!!

logo VAQSFYTASQFLRLWLTREYDI SDVWWSTYNVLMNSEPQDRLNQSKKLFSSLFFRNEVKPQLERASVSRQLYGEHR IHQGSVSRMETFNA
NTDB id 993436 AAHT65 RS12600 WP 343310305.1 VAQSYTASQFRLWLREYDISDVWWSTYNVLMNEPDRLNSKKLFSSLFFRNEVKPLERAVSRQLYGEHIHGSVSRMETFNA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus !!!!*!!!! !!! !!!!!!!!!!!!!!!!! !*!!!*!!!!!!!!!!!!!!!*!!! !!!!!!!!*!*!!!!!!!!!!!

logo CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKL I SDRLREQKLDWRDLTKDEQCENKLFSYDEAVERLAPKLQKE I LLSSN
NTDB id 993436 AAHT65 RS12600 WP 343310305.1 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKDQCNKFSYEAVERLAPKLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!*!!!!!!!!!!!!!!!!!!

logo RHYYVKEKLQKIVATRVSGI LSEHAKASGFAVP I
VGLELGFGGKGPLPPLTFQTLKNGCTMELVGR IDRVDKAESSKGLLLR IV

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 RHYYVKEKLQKIVARVSGILSEHAKASGFAPVGLELGFGGKGPLPPLTFTLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DYKSSDKGLDLASEVYYGLALQMLTYLDLS ITHYSADWLGMKRATPAGVLYFHIHDPMIQASNSLVPLGLDE I EQE I FKKFKMKGL
NTDB id 993436 AAHT65 RS12600 WP 343310305.1 DYKSSDKGLDLSEVYYGLALQMLTYLDLSITYSADWLGMKATPAGVLYFHIHDPMIQASVPLGLDEIEQEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!

logo LLGDQEAVI
VRLMDTTLQEGRSNI INAGLKKDGSLRSDSAAVGEEKEFDHLLTKQHVRRTFQEAGEQITDGCRVS I EPYKLMKDNKTP

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 LLGDQEAIRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEEEFHLLTQHVRRTFQEAGEQITDGCVSIEPYKLKDKTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!!!!*!!!!!!!*! !!!



logo CTYCASFKSVCQFDESLEENEYRPTLKAEKDHKTI LDEWI
LKKEAGDGDNAEHNS

NTDB id 993436 AAHT65 RS12600 WP 343310305.1 CTYCSFKSVCQFDESLEENEYRTLKAEKDHTILDWLKKEGDGDANS 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!!! !!!!!!!!!!!!!!!!!*!!!!!!*!!!*!*!!!*!! *!

X non conserved

X similar

X ≥ 50% conserved


