logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

99342 QMG91 RS16170 WP 004398311.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

99342 QMG91 RS16170 WP 004398311.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

.Qmuéfsvw Al

IEP -‘]

I4 SDLH SAG
Il SDLH SAG
ASDLHLS G
[ASDLHLSAG
@ IMASDLHLSAG
[ASDLHLSAG
[ASDLHLSAG
[MASDLHLSAG
Pl ok sk

AR

rpce

ET¥é

=== =fekel === 22 ==

FUL LD ] x ¥k Lk k|

|k ok

SLT

|25k

S
BIPMIRVEIG
BIPMIRVEIG

PPM RVDG

PPM R DG

PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

Fo 74lf

D AA

===~ li=cji=c = ]i-v]i=-i-c -] = - J=vlt=v}

. SVADNT AR

ElzIKPAYHR]S

Al

K§|AQY

YT AIRIYRG VLVTGPTGSGKSTTLAAM
MNT ARG VLVTGPTGSGKSTTLAAM
INNT g2 GLVLVTGPTGSGKSTTLAAM
RIMTALNNGY GLVLVTGPTGSGKSTTLAAM
SN ANNGY GLVLVTGPTGSGKSTTLAAM
I3 AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTPPARZRGLVLVTGPTGSGKSTTLAAM
I DABERGLVLVTGPTGSGKSTTLAAM
DII{ONEYRGLVLVTGPTGSGKSTTLAAM
DII[OM4EYRG VLVTGPTGSGKSTTLAAM
DIT{GNEYRG VLVTGPTGSGKSTTLAAM
DII[I4EYRG VLVTGPTGSGKSTTLAAM
Pokokokokoe Do D DD Dok ]

NI

g asstel ol | D%QRﬁEiEﬁggE e

153
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

99342 QMG91 RS16170 WP 004398311.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

99342 QMG91 RS16170 WP 004398311.1

1185
1176
1283
1259
1202

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

UL

WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
WALRSALREDPD
IQJALRSALREDPD

IQYALRSALREDPD

WPNALRSALREDPD
NPNALRSALREDPD
MIZALRSALREDPD
RIZALRSALREDPD
WMAALRSALREDPD
IWNALRSALREDPD
IWHALRSALREDPD
IMAALRSALREDPD

sk LLksr DLrrlbsl ol

Toh et Y LS lngM@e@ Mt

IDRI
T DRI DVFPA[EK
T DRI DVFPA[§EK
T DRIIDVFP gy K
TIDRIIDVFP N K
TIDRIIDVFP B K
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEKEMVR

MLSESLIJAVISQISLLK
MLSESLIIAVI QILLK
MLSESLIIAVI QILLK
MLSESLMAV QELLK
MLSESL{NAV QELLK

MUGGGRVAGHEIM
AIGGGRVAMHEIM
BUSGGRVAAIRETIM
BUUGGRVAAR

.LGGGRﬂAiHEIM
C

TIDR DVFPAEEKEMVR

MLSESLNAVISQELLK

1194
1020
1060
1040
1081

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

consensus

MLSESL[] VISQWL K
MLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRAMLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLK
TIDR IDVFPAEEK MVREMLSESLMAVISQWLLK

*% | TIEET

R0 LALTMET ALV sl

RERIEN DNALINJAETGHLVF | TLHESUYARLN
RDMETI/WAA TAAETGHLVIIGTLHTHS Ajg

G
G

RDMETIJMLA TAAETGHLVFGTLHTYSA
RDIMETIIMLA TAAETGHLVEGTLHTRNSARN
RDIMETIIMLALTAAETGHLVFGTLHT SAAK
RDMETIIMLALTAAETGHLVFGTLHT SAAK
RDIMETIIMLALTAAETGHLVEFGTLHT SAAK
RDMETIIMLALTAAETGHLVFGTLHT SAAK
RDIMETIIMLALTAAETGHLVEFGTLHT SAAK
RDMETIIMLALTAAETGHLVFGTLHT

! 1%

il

RERKVA%.K;M a0

ﬁl

EIM C G
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

PAIRNLIRENMKVAQMYSHIQTG
PAIRNLIRENKVAQMYSEAIQTG
IIPATRNLIRE[@KVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEVIQTG
IIPATRNLIRERNKVAQMYSENIQTG

IIPATRNLIRENKVAQMYSINIQTG
*okkkokrokk || kokokkokk Xk

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019
1307
1086
1116

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

99342 QMG91 RS16170 WP 004398311.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

99342 QMG91 RS16170 WP 004398311.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

1

1

100 vl

=118 RN 2 R e L SR RVREIDET A AR R DO REF R A
DSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............

TFDQALYNLYVQHEI YEDINLLHMDSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
UEDIRAIRFDIMYDHQHISS Y ADJNLKHI\DSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . . . ... KMTFDGQRRNLK. . ...

Ul A YIRA GIRE RIRHERSH Y DK
T DQSLRSIL
T DQSL[BIL
ITERHAK Q)R

WEPIF A®Y QM V DD KR EQDiLHS

[P
* [2N2 K2R N2 K2] = = [Nl

X non conserved
B similar
> 507 conserved

‘
i

LERMIDPKEFARLANDASAGL. .. .GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
IAPEVE RRRINAN SESMSFE . . . e e
IAPEARRRRINQNSESMSE . . . . e

R D S K EK I K QP ENFE .« o oot
R E N R EK I K TPENFE .« o oottt e e e e e e
N L P TI R AVI K S PESE .« o o vt et et e e e e e e e e e e
P QT R TAKQPESFEL . o . oot
P QT R TAIKQPESFL . . . oottt e e

IS KHTE\HEA
IS KHTIHEARLNKSLE . . . . e e e e
IS PQTE RTAIKQPESFL . . . e e e e e e e e

368
381
383
418
347
347
345
345
345
344
344
344
344
344
345
345
345

368
381
383
395
347
347
345
345
345
344
344
344
344
344
345
345
345



