
logo MCSDNEAKGKGGAIHKKL INCLLCDSQFSQDSLVTWRASLFLLEKPDEKVCHYPSCKRRSKQLKQKRIATGHTI
VCPLSCGRPQNSTVHNAEKVCPRDCETEVWERSTR IDRDR

NTDB id 993405 AAHT65 RS03495 WP 343310985.1 MCDEKKGGAKKLNCLLCDSQFSQSLTWRSLFLLEPDEKVCHPCKRQLQRIAGTVCPSCGRPQNTNEKCPDCTEWESRIDR 80
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIRD 80
consensus !* ! !! *!! !!!!!!!!!! *!!! !!!! !!!!!!**!* ! *! !**!! !!!!! * !*!! ! *!!
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VYPDEKHSFYVL IVP IPLSEKEREKAEERGFNQASEHLLAEKCL
NTDB id 993405 AAHT65 RS03495 WP 343310985.1 GFLLSRNRSVYLYNEMMKESLARFKFRGDAELLHVFKTDFVSEFSTIYPEKSYVLIPIPLSEERKAERGFNQSELLAKCL 160
NTDB id 109 BSU 35450 NP 391425.2 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAECL 160
consensus !! !!!!! !!*!!!!*! !!!!!!!!!*** !!*!! ! !! *!!*!**!!*!!!!! !! !!!!!! *!!! !!
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NTDB id 993405 AAHT65 RS03495 WP 343310985.1 GRPIIHSLTRLDNEKQSKKNKAERLLFKRVFDTEINSVGDMDVILIDDLYTTGATLHHAARCLLEKGKAGSVSSFTLIRS 240
NTDB id 109 BSU 35450 NP 391425.2 DRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLIRS 240
consensus !! *!*! !! !!!!!!! ! !!!! **!!! !! ! *!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!
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