
logo MKE I IVEKQNI FNDEDLSQLLYSF IDSKDELTFSFAESTI LHYVVFGGEDNLDVATKRLGAGI E I L I LSSDI LMDDLEDEDNHHQAFLWM
NTDB id 993401 AAHT65 RS01665 WP 094233215.1 MKEIIKQNIFNDDLSQLLYSFIDSKDLFSFAESTILHYVVFGGEDLDVATKLGAGIEILILSSDILDDLEDEDNHQAFWM 80
NTDB id 93 BSU 31710 NP 391049.2 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWM 80
consensus !!!!* !!!!!*!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!*!!!!!!!!!*! !!

logo KIDNRSESLNAALSLYTAVGLSTS IHYSLMNI
NNPL I FKNYVLKYVKNEAMQGQHDDITNKSKTEDECSLEVIKRFLKCGSL IVALANVATGV

NTDB id 993401 AAHT65 RS01665 WP 094233215.1 KIDRSESLNAALSLYTAGLSSIHSMNINPLIFNYVLKYVKEAMQGQHDDITNKSKTEDECLEVIKFKCGSLVALANVTGV 160
NTDB id 93 BSU 31710 NP 391049.2 KINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGV 160
consensus !! !!!!!!!!!!!!! !!*!!*!*! !!!!! !!!!!! !!!!!!!!!!!!!!!!!!!*!!!!* !!!!!*!!!!! !!

logo

I
LLASTGEYNSE I

TVERYSYYKGI IVAQI SGDYHYVLFLSGRNRSDI EKNKHQTL IVYLYI
LKR I

LFNDEASEDELFLYLFI SHKDLYYKASLALDKDE
NTDB id 993401 AAHT65 RS01665 WP 094233215.1 ILASGEYSEIVERYSYYKGIVAQISGDYHVLFSRNRSDIEKNKQTLVYLYIKRIFNEASEELFYLFSHKDLYYKALADKD 240
NTDB id 93 BSU 31710 NP 391049.2 LLATGEYNETVERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKE 240
consensus *!!*!!! ! !!!!!!!!!!*!!!!!!!*!! ! !!!!!!!!!*!!*!!!*!!*!!*!!!*! !! !!!!!!!! ! !!*

logo KFEQEKKL I EKAGVTQYI SVLLEQI
LYKQKC I SA I EQLNLDKAEKKE I

L IKECHLLNSYKTKDGDETNRACKRSTN
NTDB id 993401 AAHT65 RS01665 WP 094233215.1 KFEKKLIEAGVTQYISVLLQLYKQKCISAIEQLNLDKAKKEIIKEHLLNYKKDDENARSN 300
NTDB id 93 BSU 31710 NP 391049.2 KFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT. 299
consensus !! !!! !!!!!!!!!!! *!!!!!!!!!!!!!!!! !!!*!!! !! ! ! ! ****
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X ≥ 50% conserved


