
logo MDS I EKTI
VSKRNTL I EEAYLSTKASDIHIVPREQRDAI IHFRVDHALLKKRDNMKKEECVRL I SHFKFLSAMDIGERRKPQNGSLT

NTDB id 993359 AAHT66 RS11940 WP 087990704.1 MDSIETISRTLIEEAYSTKASDIHIVPREQDAIIHFRVDHALLKKRNMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus !!!!! *!* !!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKLGKEKGNVHLRMSTLPTINEESLVIRVMPQYNIPS IDHKLSLFPKTGATLLSFLKHSHGML I FTGPTGSGKTTTLYSLVQY
NTDB id 993359 AAHT66 RS11940 WP 087990704.1 LKLGKGNVHLRMSTLPTINEESLVIRVMPQYNIPSIHKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAI LRHDPDMI I LGE IRDAETAE IAVRAAMTGHLVLTSLH
NTDB id 993359 AAHT66 RS11940 WP 087990704.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TRDAKGAIYRLLEFGINMNE I EQTVIA IAAQRLVDLACPFCENGRCSSVYCHRQSRNTRRAVSVYELLYGKNLQQC IQEAKGN
NTDB id 993359 AAHT66 RS11940 WP 087990704.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENRCSSVYCHQSRNTRRVSVYELLYGKNLQQCIQEAKGN 320
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo HANYQYQTLRQI IRKGIALGYLTTNNYDRWVYHEKTD
NTDB id 993359 AAHT66 RS11940 WP 087990704.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHETD 356
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


