
logo MLTKCEGIVLRTNDYGETNKIVTLLTREHGKI
VGVMARGAKKPTNSRLSAVSQPFLYGSFLMQKTSTGLGTLQQGEMI LSMRG

NTDB id 993358 AAHT66 RS11665 WP 087990752.1 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKVGVMARGAKKTNSRLSAVSQPFLYGSFLMQKTTGLGTLQQGEMILSMRG 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo I REDLFLTAYAAYI
V
A
TELVDRGTEEKKPNPYLFEF I LESLKQLNEGTDPDVI ITF IVQMKMLGVMGLYPELNHCVHCKSQDG

NTDB id 993358 AAHT66 RS11665 WP 087990752.1 IREDLFLTAYAAYITELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVIIFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

S
TFHFS IVRDNGF ICHRCFEKDPYR I

VP IKPQTARLLRLFYYFDLSRLGNVSLKEQETKAELKQVIDLYYEEYSGLYLKSKRFL
NTDB id 993358 AAHT66 RS11665 WP 087990752.1 SFHFSIRDNGFICHRCFEKDPYRVPIKPQTARLLRLFYYFDLSRLGNVSLKQETKAELKQVIDLYYEEYSGLYLKSKRFL 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus *!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DQMESMKHLMGENKS
NTDB id 993358 AAHT66 RS11665 WP 087990752.1 DQMESMKHLMGENKS 255
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS 255
consensus !!!!!!!!!!!!!!!

X non conserved
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X ≥ 50% conserved


